Table S1. Chromosome location and syntenic relationships of wheat and rice genes encoding PDI-like proteins. Chromosome location and position of the orthologous rice genes as well as the flanking Wheat Bin Mapped Marker mapped onto Rice Pseudomolecules (http://rice.plantbiology.msu.edu/cgi-bin/gbrowse/rice/) are reported as in Release 6.1 of the MSU Rice Genome Annotation (Osa1 June 3 2009). For each Wheat Bin Mapped Marker the accession number of the corresponding probe used in the wheat deletion mapping project, wheat chromosome arms involved as well as their alignment position in the rice Pseudomolecules are also reported. Corresponding wheat chromosome bin information is not reported, but can be retrieved based on probe information (http://wheat.pw.usda.gov/cgi-bin/westsql/map_locus.cgi).
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AtPDIL1-1 1506 501 9 CGHC CGHC KDEL 173 390 31 110 288 92 189 76 126 311 138 96 238 91 113 76 210

AtPDIL1-2 1527 508 10 CGHC CGHC KDEL 170 238 31 91 288 83 186 103 126 281 138 100 120 97 118 83 113 89 237

OsPDIL1-1 1539 512 10 CGHC CGHC KDEL 203 639 31 105 288 103 189 141 126 290 138 82 120 110 118 190 113 112 213

OsPDIL1-2 1554 517 10 CGHC CGHC KDEL 179 95 31 108 288 130 189 84 126 260 138 89 123 109 118 119 113 101 249

OsPDIL1-3 1479 492 9 CGHC CGHC KDEL 158 113 325 523 189 508 126 219 138 134 117 426 118 429 113 327 195

TaPDIL1-1 1548 515 10 CGHC CGHC KDEL 200 350 31 90 285 93 189 173 126 684 138 92 120 105 118 144 113 85 228

PpPDIL1-1 1497 498 9 CGHC CGHC KDEL 192 318 288 261 189 298 126 139 138 137 123 161 118 395 113 283 210

AtPDIL2-1 1740 579 12 CGAC CGHC KDEL 575 274 130 375 166 85 119 87 81 177 87 118 75 89 69 73 81 93 135 89 57 109 165

AtPDIL2-2 1794 597 12 CGHC CGHC KDEL 587 86 130 88 166 88 119 94 81 143 87 118 75 103 69 77 81 92 135 78 57 92 207

OsPDIL2-1 1692 563 12 CAHC CGHC KDEL 503 85 130 107 169 98 119 91 81 167 87 125 75 466 69 75 81 79 135 596 57 811 186

TaPDIL2-1 1767 588 12 CGHC CGHC KDEL 584 80 130 1240 166 108 119 99 81 165 87 137 75 279 69 83 81 82 135 707 57 294 183

PpPDIL2-1 1575 524 1 CGHC CGHC KDEL 1575

PpPDIL2-2 1542 513 1 CGHC CGHC KDEL 1542

PpPDIL2-3 1482 493 9 CGHC CGHC PKSN 416 705 290 126 200 94 87 278 75 181 69 145 81 236 135 128 129

PpPDIL2-4 1824 607 12 CGHC CNYC KDEL 581 716 130 464 163 134 119 207 84 197 189 304 75 95 69 243 81 308 135 134 57 177 141

PpPDIL2-5 1674 557 11 CTHC CGRC KDEL 509 543 281 127 119 120 81 113 87 262 72 221 69 181 81 240 135 135 57 179 183

PpPDIL2-6 1488 495 2 CGYC - KNEG 1192 16 296

AtPDIL3-1 1614 537 12 CARS CVNC KDEL 515 86 130 74 166 103 119 89 81 91 90 105 72 93 69 112 81 98 135 76 57 112 99

AtPDIL3-2 1605 534 12 CARS CINC KDEL 509 87 130 92 169 208 119 116 81 92 90 87 72 85 69 79 81 91 135 81 54 89 96

OsPDIL3-1 1602 533 12 CERS CVDC KDEL 488 99 130 140 166 267 119 172 81 99 87 321 72 75 69 489 78 113 141 652 54 78 117

TaPDIL3-1 1626 541 12 CERS CVDC KDEL 485 79 130 132 166 256 119 181 81 98 87 159 72 77 69 250 78 128 135 967 54 90 150

PpPDIL3-1 1698 565 12 CTQS CATC KDEL 515 154 130 124 169 224 119 338 78 307 87 210 72 280 69 248 81 279 135 336 60 322 183

PpPDIL3-2 1527 508 11 CTQS CPSC NLYP 521 574 130 249 151 243 119 123 81 256 87 353 72 277 69 182 78 264 135 262 84

AtPDIL4-1 1086 361 10 CGHC CGHC VASS 152 208 85 88 98 112 56 245 118 85 28 85 92 97 157 85 125 90 175

OsPDIL4-1 1101 366 11 CGHC CGHC TFSS 173 479 85 210 98 89 56 344 118 93 28 92 92 243 157 82 125 86 100 90 69

OsPDIL4-2 1116 371 11 CGHC CGHC TFSS 188 1125 85 193 98 86 56 213 118 107 28 104 92 208 157 91 125 91 100 106 69

TaPDIL4-1 1104 367 11 CGHC CGHC AFSS 176 1131 85 143 98 85 56 422 118 96 28 115 92 216 157 86 125 122 100 88 69

PpPDIL4-1 1089 362 11 CGHC CGHC AEKQ 155 358 85 244 98 193 56 165 118 269 28 294 92 211 157 140 125 120 100 156 75

AtPDIL5-1 1344 447 9 CGHC CGHC KDDL 135 152 159 111 114 74 179 104 100 170 177 83 146 114 147 100 187

AtPDIL5-2 1323 440 9 CGHC CGHC KDEL 129 186 159 155 114 480 170 102 100 248 177 99 146 225 147 87 181

OsPDIL5-1 1326 441 9 CGHC CGHC NDEL 126 103 159 1112 114 598 182 259 100 576 177 89 146 403 147 82 175

TaPDIL5-1 1323 440 9 CGHC CGHC NDEL 120 83 159 1076 114 831 185 595 100 720 177 84 146 323 147 86 175

PpPDIL5-1 1308 435 9 CGHC CGHC NDEL 114 310 159 429 114 140 176 127 100 181 177 150 146 123 147 143 175

AtPDIL6-1 441 146 4 CKHC - DKEL 114 510 59 88 176 112 92

OsPDIL6-1 444 147 4 CKHC - LQDS 126 564 59 98 176 917 83

TaPDIL6-1 450 149 4 CKHC - EDEL 129 400 59 97 176 947 86

PpPDIL6-1 372 123 1 CGHC - KSEE 372

AtPDIL7-1 1323 440 5 CGHC - KKED 210 204 104 106 371 76 308 68 330

OsPDIL7-1 1272 423 5 CGHC - AHEE 240 655 104 92 371 229 308 279 249

OsPDIL7-2 1278 425 5 CGHC - AHED 252 468 104 87 374 235 308 243 240

TaPDIL7-1 1254 417 5 CGHC - VHDE 225 742 104 86 371 164 308 315 246

TaPDIL7-2 1257 418 5 CGHC - AHQE 237 371 104 85 371 215 308 308 237

PpPDIL7-1 1059 352 4 CKHC FNQH 219 251 104 258 371 134 365

AtPDIL8-1 1452 483 15 CYWS - GKNI 41 233 91 112 95 219 58 505 185 97 58 439 41 104 75 180 57 282 67 211 144 89 222 100 162 102 78 84 78

AtPDIL8-2 1443 480 15 CYWC - GKNF 41 441 91 163 95 149 58 307 185 118 58 366 41 73 75 521 57 107 67 121 144 88 222 85 153 113 78 85 78

OsPDIL8-1 1458 485 15 CYWS - GKNI 41 332 91 612 95 634 58 542 185 339 58 164 41 82 75 1288 57 125 67 207 147 85 225 121 162 76 78 87 78

TaPDIL8-1 1458 485 15 CYWS - GKDI 41 346 91 613 95 681 58 1712 185 292 58 84 41 95 75 634 57 116 67 232 147 138 225 112 162 87 78 86 78

PpPDIL8-1 1464 487 15 CPWS GKQY 41 900 91 217 95 547 58 186 200 233 58 127 41 205 75 271 57 500 70 499 147 483 213 123 162 155 78 156 78
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TaPDIL2-1 W6 OsPDIL2-1 (OsPDIL1-4) R2:8377..3514 BF474382  R2:36855..37038 6AS, 6DS, 7AL, 2BL

BE403550  R2:53531..53806 6AS, 6BS, 6DS

BE498351  R2:82287..82443 6AS, 6BS, 6DS

TaPDIL3-1 W7 OsPDIL3-1 (OsPDIL1-5) R6:3198338..3202980 BE445587  R6:3003073..3003481 7AS, 7BS, 7DS

BE403826  R6:3055168..3055588 7AS, 7BL, 4AL

BF474337  R6:3263460..3263765 7AS

BE399570  R6:3264556..3264837 7AS, 7BS

BE499248  R6:3313435..3313757 7AS, 7BS, 7DS

TaPDIL4-1 W1 OsPDIL4-1 (OsPDIL2-1) R5:3298031..3294672 BE637935   R5:3220814..3220970 1AS, 1BS, 1DS

BE423275 R5:3232374..3232719 1AS, 7BL

BE498820 R5:3252116..3252393 1AS, 1BS

BF474569  R5:3346907..3347054 1AS, 1BS, 1DS

BF292071 R5:3484508..3484734 1AS, 1BS, 1DS

TaPDIL5-1 W5 OsPDIL5-1 (OsPDIL2-3) R9:16929986..16934969 BE443187 R9:16854796..16855177 5AL, 5BL, 5DL

BE399924 R9:16857115..16857317 5BL, 6BS,  7BL, 1DL

BE498656 R9:16924836..16925398 5AL, 5BL, 6AL, 6BL, 6DL

BE399897 R9:16932348..16932549 5AL, 5BL, 5DL

BE422943 R9:16989189..16989355 5BL, 5DL, 7DS

BE497820 R9:17003592..17003788 5AL, 5BL

TaPDIL6-1 W4 OsPDIL6-1 (OsPDIL5-1) R3:9954074..9951724 BE518424 R3:9898809..9899022 4AS, 4BL, 4DL

BE406977 R3:9956779..9957066 1AL, 1BL, 1DL

BE499509 R3:9973093..9973338 4AS, 4BL, 4DL

BG314076 R3:9978902..9979103 4AS, 4BL, 4DL

TaPDIL7-1 W2 OsPDIL7-1 (OsPDIL5-2) R4:21293095..21290084 BF478787 R4:21109805..21110134 2A,   2DL

BE403177 R4:21210317..21210474 2B

BE442794  R4:21294651..21295070 2AL, 2BL,2DL

BG263263 R4:21513812..21514046 2AL, 2BL, 2DL, 1DS

TaPDIL7-2 W6 OsPDIL7-2 (OsPDIL5-3) R2:20694520..20696830 BG263023 R2:20673459..20673610 6AS, 6BS, 6DS

BF145399 R2:20681661..20681776 1AS, 1BS, 1DS

BF201426 R2:20694558..20694773 6AL,6BL,6DL

BE604412 R2:20757838..20757987 6AL, 6BL, 6D, 7A, 7BS, 7DS

BE404912 R2:20796904..20797105 6AL, 6BL, 6DL

TaPDIL8-1 W2 OsPDIL8-1 (OsPDIL5-4) R7:20340013..20346769 BE446243 R7:20261102..20261290 2DS, 2BS

BE406569 R7:20304107..20304463 5AL

BE636802  R7:20313201..20313426 2AS, 2BS, 2DS

BF293744 R7:20454479..20454897 2BS, 1AS, 1BS


Figure S1 Genomic structure of the PDI-like genes of T. aestivum, O. sativa, A. thaliana and P. patens. Exon-intron structure of the PDI and PDI-like genes of wheat, Arabidopsis, rice and P. patens are reported. Exons (yellow boxes) and introns (blue boxes) are reported in their original 5'-3' orientation, their length is reported in bp. Only the ORF sequences have been indicated, whereas the 5’ and 3’ UTRs have been omitted. ORFs (bp and aa), number of exons, tetrapeptide sequences at the N and C-terminal thioredoxin-like active site and C-terminal tetrapeptide sequences have also been reported.  Numbers in bold indicate the size  of the exons comprising the thioredoxin-active site.
