Table S1. SCAR markers of R-genes and the germplasms of S. bulbocastanum (blb), S. demissum (dms) and S. stoloniferum (sto)

	Marker and its size, bp
	Prototype clone
	Chromosome
	Position in the prototype clone
	Forward (F) and reverse (R) primer sequences (5’-3’)

	RB-629
	AY336128
	8
	585-1223
	F - GAATCAAATTATCCACCCCAACTTTTAAAT
R - CAAGTATTGGGAGGACTGAAAGGT

	R1-1205
	AF447489
	5
	5126-6331
	F - CACTCGTGACATATCCTCACTA

R - GTAGTACCTATCTTATTTCTGCAAGAAT

	R3-1380
	AY849382
	11
	1677-3056
	F - TCCGACATGTATTGATCTCCCTG

R - AGCCACTTCAGCTTCTTACAGTAGG

	Sblb-509
	DQ010412
	5
	247-755
	F - TCTTACTATCGGTCTTGTCTACAGCCCAGGT

R - GGCTTACAAATAGGCTATAACTTTCCTCTCTTAGA

	Sdms-523
	AY875783
	5
	59138-59530
	F - CCTCCCTCCCGTCCCAA

R - GCGGTCGGAGCGCCTTA

	Ssto-448
	AF447489
	5
	9010-8566
	F - GTGGAACGCCGTCCATCCTTAG
R - TGCATAGGTGGTTAGATGTATGTTTGATTA


Table S2. Association of potato late blight resistance with the presence of markers of the R1 and R3 genes.

Average score by 9-score scale. The number of potato accessions in each subpopulation is given in parentheses. (A) Passport indices of late blight resistance; (B) Field and laboratory evaluations at the Institute of Phytopathology.
	Subpopulations of potato cultivars
	A
	B

	
	Foliage
	Tubers
	Foliage

	
	Average score
	Standard deviation
	Average score
	Standard deviation
	Average score
	Standard deviation

	Accessions comprising the markers R1-1205 and R3-1380
	5.86 (59)ab
	1.28
	6.44 (55)ac
	1.37
	5.51 (65)ab
	1.38

	control 1: accessions devoid of R1-1205 and R3-1380 markers
	5.00 (59)b
	2.00
	5.73 (52)
	1.59
	4.76 (44)b
	1.61

	control 2: tuberosum accessions free of the germplasm of S. demissum and S. stoloniferum
	3.80 (17)
	2.13
	5.10 (11)
	1.70
	3.20 (8)
	0.46


aSignificantly different from the control 1 at 5% confidence level

bSignificantly different from the control 2 at 1% confidence level

cSignificantly different from the control 2 at 5% confidence level
