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Figure S1. Location of the ethnic groups and the studied villages.

[image: image2.jpg]Ms_Dj_Guer (30)/ Ms_Bz_Guel (25)

Ms_Bz_Madj (28)/Ms_Dj_Golg (14)

Ms_Dj_Paka (8)

Ms_Dj_Whar (20)/ Ms_Dj_Wfrha (18)
Ms_Dj_Wfbu (12)/Ba_Bz_Bada (26)
Ms_Dj_Bour (11)/Ms_Dj_Paka (20)
Ba_Bz_Babd (27)/Ba_Bz_Babp (25)
Ba_Dj_Boho (22)/Ba_Dj_Boha (27)

Ms_Dj_Hunz (9)/Ms_Dj_Daml (14)

Ms_Dj_Gela (30)/Ms_Bz_Huib (21)

Ms_Dj_Djak (18)/ Ms_Dj_Golg (11)

Ms_Dj_Arch (30)/Ms_Dj_Hunz (21)
Ms_Dj_Bour (19)/Ms_Dj_Daml (16)

Ms_Dj_Wfha (11)/Ba_Dj_Boho (7)

100%
50%
0%



Figure S2. Neighbour joining tree.
Unrooted neighbor joining tree based on allelic data from 8 SSR loci among 20 landraces of dry season sorghum.Sorghum landraces are identified by their type, and each type has been represented by a specific color (Baburi type in blue and Muskuwaari type in black). Five hundred bootstraps were performed and only node with bootstrap values >8000 are indicated in the figure in red. Sorghum landrace are indentified by a code.
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(a)Log-likelihood 
(b)Delta K based on the second-order rate of change of the log likelihood

(c)Bayesian Information Criterion (BIC)

Figure S3. Choice of the number of clusters (K).

We aimed to assess the number of groups (K) supported by molecular data on the sample of 537 individuals.  We tested values of K into the range K=1 to K=20. a) The mean and the standard error of the log-likelihood (LnP(D)) were calculated from 10 different runs by STRUCTURE software.  b) The second order variation of likelihood (Delta K) proposed by Evanno et al. (2005) was also calculated from log – likelihood of STRUCTURE. c) Bayesian Information Criterion (BIC) implemented in DAPC was used to select the best value of K across the range of values tested. The plots correspond to the frequency of selection of each value of K over 100 runs.
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(b)

Figure S4.Maximal ancestry and allelic richness of dry-season sorghum.

(a) Maximal ancestry of population of dry-season sorghum was performed for each combination type x village (defined by STRUCTURE). Outlier individuals are represented by circle. (b) Allelic richness (Rs) of dry-season sorghum was computed for each group. Groups are combinations of sorghum type by village. The horizontal line in the box represents the median value (50th percentile). The 25% - 75 % quartiles are drawn using a box. The lower and upper whiskers are shown at the extreme with short horizontal lines. 
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Figure S5. Relationship between field size and number of landrace per farmer. 

No correlation is observed between surface of field and number of landraces (R2= 0.001) 
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Figure S6. Population structure of dry-season sorghum plotted for K=4

The analysis of population structure in landraces (n=537 samples analyzed) was performed using discriminant analysis of principal components (DAPC, Jombart et al., 2010) 

Table S1. Distribution of landraces 

Djongdong

	Farmers
	1
	2
	3
	4
	5
	5
	6

	Fields
	A
	B
	C
	D
	E
	F
	G

	Ms_Dj_Golg 
	C
	-
	-
	 
	P
	P
	P

	Ms_Dj_Djak 
	-
	C
	P
	-
	-
	-
	-

	Ms_Dj_Wfbu
	P
	-
	C
	-
	-
	-
	-

	Ms_Dj_Gela
	P
	-
	P
	C
	P
	P
	-

	Ms_Dj_Guer
	-
	-
	-
	C
	-
	-
	-

	Ms_Dj_Arch 
	-
	-
	-
	-
	C
	P
	-

	Ms_Dj_Daml 
	-
	-
	P
	P
	C
	P
	P

	Ms_Dj_Hunz 
	P
	P
	P
	P
	C
	-
	-

	Ms_Dj_Paka 
	-
	-
	-
	-
	C
	-
	P

	Ms_Dj_Wfha
	P
	P
	-
	P
	C
	-
	-

	Ms_Dj_Whar
	-
	-
	-
	-
	-
	C
	-

	Ba_Dj_Boha 
	-
	-
	-
	-
	-
	-
	C

	Ba_Dj_Boho 
	-
	-
	-
	-
	-
	-
	C

	Ms_Dj_Bour
	-
	-
	-
	P
	-
	-
	C

	Ms_Dj_Madj
	-
	-
	-
	P
	-
	-
	-


Bouzar

	Farmers
	7
	7
	7
	7
	8
	9

	Fields
	H
	I
	J
	K
	L
	M

	Ms_Bz_Huib
	C
	-
	-
	-
	-
	-

	Ms_Bz_Guel
	-
	C
	-
	 
	-
	-

	Ba_Bz_Babp
	-
	-
	C
	-
	-
	-

	Ba_Bz_Babd
	-
	-
	-
	C
	-
	-

	Ms_Bz_Madj
	-
	-
	-
	-
	C
	-

	Ba_Bz_Bada
	-
	-
	-
	-
	-
	C


C : collected and analyzed

P: present on the field

- : not present

Distribution of 20 landraces collected from 13 fields. For each landrace, the table presents farmers and the fields in which samples were collected (C), or in which samples were present but not collected (P). Collected samples (C) are highlighted in grey.
Table S2. Information of markers SSR 

	Marker
	Sequence
	Fluorescence moleculare
	Repeat structure
	Annealing temperature (C°)

	GPSB -027
	F: GCCTGGCGGTATTGTA     
	NED (yellow)
	(CA) 12 
	57

	
	R: TGGAGTGGACATTCAAGC
	
	
	

	XCUP - 014
	F: TACATCACAGCAGGGACAGG
	FAM (blue)
	(AG) 10
	57

	
	R: CTGGAAAGCCGAGCAGTATG
	
	
	

	SB5 - 236
	F: GCCAAGAGAAACACAAACAA
	NED (yellow)
	(AG) 20
	57

	
	R: AGCAATGTATTTAGGCAACACA
	
	
	

	SB4 -072 
	F: TGCCACCACTCTGGAAAAGGCTA
	PET ( red)
	(AG) 16
	57

	
	R: CTGAGGACTGCCCCAAATGTAGG
	
	
	

	SbAGB02
	F: CTCTGATATGTCGTTGTGCT
	VIC (green)
	(AG) 35
	57

	
	R: ATAGAGAGGATAGCTTATAGCTCA
	
	
	

	XTXP - 278
	F: GGGTTTCAACTCTAGCCTACCGAACTTCCT
	VIC (green)
	(TTG) 12
	57

	
	R: ATGCCTCATCATGGTTCGTTTTGCTT
	
	
	

	XTXP - 023
	F: AATCAACAAGAGCGGGAAAG
	FAM (blue)
	(CT) 19 
	57

	
	R: TTGAGATTCGCTCCACTCC
	
	
	

	XTXP - 289
	F: AAGTGGGGTGAAGAGATA
	NED (yellow)
	(CCT) 16 (AGG) 6
	57

	 
	R: CTGCCTTTCCGACTC
	 
	 
	 


Forward (F) and reverse (R) primers are given for each marker. For the fluorescent marker (M13), the primer sequence is: CACGACGTTGTAAAACGACGGGTTTCAACTCTAGCCTACCGAACTTCCT
	 
	Ba_Bz_Babp
	Ba_Bz_Babd
	Ba_Bz_Bada
	Ms_Bz_Guel
	Ms_Bz_Huib
	Ms_Bz_Madj
	Ba_Dj_Boha 
	Ba_Dj_Boho 
	Ms_Dj_Arch 
	Ms_Dj_Bour
	Ms_Dj_Daml 
	Ms_Dj_Djak 
	Ms_Dj_Hunz 
	Ms_Dj_Golg 
	Ms_Dj_Gela
	Ms_Dj_Guer
	Ms_Dj_Paka 
	Ms_Dj_Wfbu
	Ms_Dj_Wfha

	Ba_Bz_Babd
	0.62
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Ba_Bz_Bada
	0.67
	0.26
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Ms_Bz_Guel
	0.54
	0.46
	0.53
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Ms_Bz_Huib
	0.75
	0.66
	0.69
	0.69
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Ms_Bz_Madj
	0.56
	0.77
	0.81
	0.53
	0.87
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Ba_Dj_Boha 
	0.53
	0.54
	0.59
	0.47
	0.47
	0.69
	
	
	
	
	
	
	
	
	
	
	
	
	

	Ba_Dj_Boho 
	0.61
	0.62
	0.68
	0.57
	0.63
	0.77
	0.17
	
	
	
	
	
	
	
	
	
	
	
	

	Ms_Dj_Arch 
	0.55
	0.46
	0.54
	0.51
	0.62
	0.7
	0.48
	0.57
	
	
	
	
	
	
	
	
	
	
	

	Ms_Dj_Bour
	0.55
	0.49
	0.49
	0.47
	0.62
	0.72
	0.42
	0.53
	0.37
	
	
	
	
	
	
	
	
	
	

	Ms_Dj_Daml 
	0.5
	0.41
	0.45
	0.4
	0.41
	0.64
	0.25
	0.43
	0.41
	0.31
	
	
	
	
	
	
	
	
	

	Ms_Dj_Djak 
	0.76
	0.58
	0.68
	0.68
	0.8
	0.86
	0.69
	0.75
	0.57
	0.52
	0.51
	
	
	
	
	
	
	
	

	Ms_Dj_Hunz 
	0.68
	0.66
	0.73
	0.65
	0.78
	0.81
	0.61
	0.67
	0.56
	0.56
	0.54
	0.7
	
	
	
	
	
	
	

	Ms_Dj_Golg 
	0.77
	0.62
	0.72
	0.41
	0.83
	0.83
	0.66
	0.71
	0.6
	0.64
	0.6
	0.77
	0.69
	
	
	
	
	
	

	Ms_Dj_Gela
	0.24
	0.45
	0.54
	0.38
	0.58
	0.41
	0.42
	0.5
	0.39
	0.38
	0.34
	0.57
	0.5
	0.59
	
	
	
	
	

	Ms_Dj_Guer
	0.64
	0.57
	0.61
	0.53
	0.69
	0.76
	0.51
	0.56
	0.5
	0.51
	0.5
	0.66
	0.63
	0.64
	0.49
	
	
	
	

	Ms_Dj_Paka 
	0.6
	0.43
	0.53
	0.54
	0.59
	0.74
	0.5
	0.57
	0.4
	0.38
	0.38
	0.44
	0.5
	0.61
	0.43
	0.5
	
	
	

	Ms_Dj_Wfbu
	0.53
	0.39
	0.48
	0.48
	0.51
	0.73
	0.36
	0.5
	0.34
	0.33
	0.31
	0.53
	0.41
	0.6
	0.36
	0.47
	0.28
	
	

	Ms_Dj_Wfha
	0.62
	0.55
	0.61
	0.51
	0.6
	0.72
	0.41
	0.56
	0.48
	0.52
	0.29
	0.63
	0.59
	0.66
	0.48
	0.58
	0.53
	0.39
	

	Ms_Dj_Whar
	0.64
	0.58
	0.64
	0.58
	0.71
	0.81
	0.43
	0.47
	0.5
	0.41
	0.44
	0.68
	0.67
	0.73
	0.46
	0.41
	0.48
	0.45
	0.61


TableS 3. Pairwise differences (FST) among landraces of dry-season sorghum. All FST values were significant (1000 permutations, data not shown). Global FST value was 0.52; this value is significant (P <0.05). FST is computed with FSTAT 2.9.3.2 (Goudet 2002).

Table S4 Average number of dry-season sorghum landraces by farmers in northern Cameroon 

	Village
	Number of farmers
	Average number of landraces by farmer

	1
	5
	2.6

	2
	7
	2.71

	3
	5
	4

	4
	12
	5.5

	5
	5
	4.2

	6
	2
	5.5

	7
	4
	3.25

	8
	3
	3.67

	9
	4
	3.75

	10
	2
	5.5

	11
	5
	5.8

	12
	2
	3

	13
	2
	6

	14
	6
	4

	15
	1
	8

	Mean 
	4.33
	4.5


(Data collected by H JOLY, R KENGA and C SOLER).
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