Table S1. Resemblances of reproductive characteristic features between M. umbellata and          M. reticulata
-------------------------------------------------------------------------------------------------------------------

Parameters

M. umbellata 



M. reticulata

-------------------------------------------------------------------------------------------------------------------

Flowering & Fruiting

February-June



March-September

Inflorescence

Many branched terminal umbels
Many branched terminal umbels

Flowers

Sessile or sub sessile


Sessile or sub sessile

Corolla tube

More or less funnel shaped, Short
Funnel shaped, Short

Corolla lobes

Four





Four

 Aestivation of 
Valvate




Valvate

Corolla

Colour of corolla 
White




White

Shape of corolla 

Oblong



Oblong or linear-oblong

No. of Stamens

Four




Four

Anthers

Oblong




Oblong- linear

Ovary

Two-celled



Two-celled

Ovule

Solitary



Solitary

Style

Slender




Slender

Stigma

Two-lobed



Two-lobed

   Fruit 


A syncarpium formed by enlarged
A syncarpium formed



calices




by enlarged calices  

Fruit colour

Orange




Orange

Seed shape

Oblong- Obovoid


Oblong

-------------------------------------------------------------------------------------------------------------------
Table S2. Names of provinces, corresponding locations with number of samples used for morphological and molecular characterization.

-----------------------------------------------------------------------------------------------------------------------------

Provinces


Locations



  Plant specimens









-------------------------------------------









M. reticulata

M. umbellata
-----------------------------------------------------------------------------------------------------------------------------------------

Trivandrum

Kallar, Bonocaud, Kavadiarmotta

8


8




Palayam,Palode

Kollam


Rosemala, Kattalappara


3


3




Kulathupuzha

Alappuzha

Mannarasala, Vandanam


4


4

Idukki


Periyar Tiger Reserve



3


3

Palakkad

Cheruppilassery, Parambikulam

4


4

Malappuram

Kottakkal




5


-

Calicut

   
Chelanoor




4


-


Wynad


Kalladi





5


-

---------------------------------------------------------------------------------------------------------------------
Table S3. PCR conditions and primers details for amplification of rbcL and matK genes of       M. reticulata and M. umbellata
------------------------------------------------------------------------------------------------------------------------------

Species
Genes
PCR conditions


PCR primers

---------------------------------------------------------------------------------------------------------------------
M. reticulata
 rbcL

Initial denaturation (94oC for 3min) 
5’atgtcaccacaaacagagactaaagc3’


Denaturation (94oC for 1 min)
3’gaa acggtctctccaacgcat5’
 



Annealing (72oC for 1 min)



Extension (72oC for 1 min)





Final extension (72oC for 5 min)



M. umbellata
matK
As above




As above

                                    -----------------------------------------------------------------------------------------

M. reticulata
rbcL
Initial denaturation (94oC for 3 min)
5’cgatctattcattcattcaatatttc3’




Denaturation (94oC for 1 min)
3’tctagcacacgaaagtcgaagt5’



Annealing (72oC for 1 min)





Extension (72oC for 1 min)





Final extension (72oC for 5 min)



M. umbellata
matK
As above




As above

------------------------------------------------------------------------------------------------------------------

Table S4.  PCR product size and Genbank accession numbers of rbcL and matK genes of         M. reticulata and M. umbellata
---------------------------------------------------------------------------------------------------------------------

Species


Genes


PCR product
Coding regions
Accession numbers








(bp)

 (bp)

---------------------------------------------------------------------------------------------------------------------

M. reticulata
rbcL
797
534
    
JN180305



matK

922


      621

JN180303

--------------------------------------------------------------------------------------------------------------------

M. umbellata
rbcL
866
534

JN180306



matK

879


      621

JN180304

---------------------------------------------------------------------------------------------------------------------
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Fig. S1: a) Electropherogram of amplified rbcL gene of M. reticulata,           b) Electropherogram of amplified rbcL gene of M. umbellata.
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Fig. S2: a) Electropherogram of amplified matK gene of M. reticulata,                    b) Electropherogram of amplified matK gene of M. umbellata.
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Fig. S3: Evolutionary dendogram constructed using rbcL sequences of Morinda species by neighbor – joining method with Kimura 2 parameter distance correction. Number at branch points indicates 1000X bootstrap value. Dark circles indicate the Morinda sps analyzed in the present study. 
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Fig. S4: Evolutionary dendogram constructed using matK sequences of Morinda species by neighbor – joining method with Kimura 2 - parameter distance correction. Number at branch points indicates 1000X bootstrap value. Dark circles indicate the Morinda sps analyzed in the present study. 
