[bookmark: _GoBack]Table S2. Microsatellite loci used in the study of Eritrean bread wheat with their chromosome position, number of alleles, Gene Diversity, and PIC. 
	Chrom.
	Marker
	Number Alleles
	Gene Diversity
	PIC
	Reference

	
	
	Er-1
	Er-2
	  Tt.
	Er-1
	Er-2
	Tt.
	Er-1
	Er-2
	Tt
	

	1AS
	AG010
	6
	5
	6
	0.62
	0.64
	0.69
	0.55
	0.58
	0.65
	Röder et al., 1995

	1AS
	WMS164
	5
	7
	8
	0.21
	0.66
	0.58
	0.20
	0.59
	0.54
	Röder et al., 1998

	1BL
	GWM259
	18
	10
	20
	0.87
	0.24
	0.80
	0.86
	0.23
	0.78
	Röder et al., 1998

	1DL
	WMS337
	10
	11
	14
	0.77
	0.63
	0.85
	0.74
	0.60
	0.83
	Röder et al., 1998

	2AS
	WMS095
	10
	8
	11
	0.72
	0.69
	0.71
	0.68
	0.66
	0.68
	Röder et al., 1998

	2BS
	WMS148
	10
	7
	11
	0.76
	0.70
	0.82
	0.68
	0.65
	0.79
	Röder et al., 1998

	2BS
	WMS120
	18
	12
	21
	0.86
	0.64
	0.89
	0.85
	0.61
	0.88
	Röder et al., 1998

	2BL
	XCN016
	7
	6
	9
	0.62
	0.59
	0.78
	0.59
	0.55
	0.76
	Röder et al., 1998

	2DS
	WMS261
	4
	4
	5
	0.59
	0.08
	0.71
	0.53
	0.08
	0.65
	Röder et al., 1998

	2D
	WMS157
	4
	2
	4
	0.09
	0.10
	0.09
	0.09
	0.09
	0.09
	Röder et al., 1998

	3AS
	WMS218
	6
	6
	7
	0.54
	0.48
	0.53
	0.50
	0.45
	0.51
	Korzun et al.,1997

	3BS
	WMS144
	15
	6
	16
	0.85
	0.24
	0.81
	0.83
	0.23
	0.79
	Korzun et al.,1997

	3BL
	GWM299
	6
	6
	7
	0.59
	0.73
	0.69
	0.55
	0.68
	0.65
	Röder et al., 1998

	3BL
	WMS314
	1
	2
	2
	0.00
	0.02
	0.01
	0.00
	0.02
	0.01
	Röder et al., 1998

	3DS
	WMS161
	4
	2
	4
	0.47
	0.44
	0.47
	0.42
	0.34
	0.41
	Röder et al., 1998

	4AS
	WMS610
	8
	6
	8
	0.71
	0.76
	0.71
	0.68
	0.72
	0.70
	Röder et al., 1998

	4BL
	WMS149
	4
	3
	4
	0.34
	0.49
	0.40
	0.32
	0.44
	0.37
	Röder et al., 1998

	4DL
	GWM609
	7
	6
	9
	0.76
	0.31
	0.67
	0.72
	0.30
	0.64
	Röder et al., 1998

	5AL
	WMS186
	7
	6
	7
	0.72
	0.32
	0.77
	0.68
	0.30
	0.74
	Röder et al., 1998

	5BL
	WMS118
	6
	6
	7
	0.47
	0.46
	0.60
	0.44
	0.41
	0.53
	Korzun et al.,1997

	6AS
	BARC171
	9
	5
	11
	0.84
	0.50
	0.82
	0.82
	0.46
	0.80
	Song et al.,2000

	6AS
	WMS169
	8
	14
	14
	0.62
	0.83
	0.80
	0.59
	0.82
	0.78
	Röder et al., 1998

	6AS
	WMS334
	9
	8
	11
	0.37
	0.62
	0.67
	0.36
	0.58
	0.63
	Röder et al., 1998

	6AL
	WMS200
	6
	6
	7
	0.19
	0.52
	0.58
	0.18
	0.49
	0.53
	Korzun et al.,1997

	6BL
	GWM219
	9
	4
	11
	0.81
	0.41
	0.78
	0.78
	0.38
	0.76
	Röder et al., 1998

	7AL
	GWM332
	5
	2
	5
	0.58
	0.02
	0.44
	0.52
	0.02
	0.40
	Röder et al., 1998

	7BS
	WMS046
	10
	7
	10
	0.78
	0.75
	0.78
	0.75
	0.71
	0.74
	Röder et al., 1995

	7BS
	WMS297
	11
	7
	12
	0.69
	0.44
	0.76
	0.66
	0.42
	0.73
	Röder et al., 1998

	7BS
	GWM344
	9
	5
	9
	0.78
	0.43
	0.79
	0.75
	0.40
	0.76
	Röder et al., 1998

	7DL
	WMS037a
	3
	3
	4
	0.52
	0.36
	0.67
	0.41
	0.36
	0.60
	Röder et al., 1995

	7DL
	WMS037b
	10
	3
	11
	0.78
	0.32
	0.83
	0.76
	0.32
	0.80
	Röder et al., 1995

	Average
	7.90
	5.97
	9.2
	0.60
	0.47
	0.66
	0.57
	0.44
	0.63
	




Chrom. = chromosome arm of A, B, and D genome; S=short arm and L= long arm; Er-1 = Eritrea-1, Er-2 = Eritrea-2, Tt. = Total; PIC = Polymorphic Information Content. Gene Diversity was computed with Nei’s (1973) formula and PIC was calcuated according to Yasuda (1988) formula .
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