Table S1. Details of SSR primer pairs used for DNA amplification in this study
	Primer code
	Chromosome
	Repeat Motif
	Forward (5'-3')
	Reverse (5'-3')
	Annealing temperature (OC)

	RM495
	1
	(CTG)7
	aatccaaggtgcagagatgg
	caacgatgacgaacacaacc
	55

	RM1
	1
	(GA)26
	gcgaaaacacaatgcaaaaa
	gcgttggttggacctgac
	55

	RM259
	1
	(CT)17
	tggagtttgagaggaggg
	cttgttgcatggtgccatgt
	55

	RM5
	1
	(GA)14
	tgcaacttctagctgctcga
	gcatccgatcttgatggg
	57

	RM237
	1
	(CT)18
	caaatcccgactgctgtcc
	tgggaagagagcactacagc
	55

	RM431
	1
	(AG)16
	tcctgcgaactgaagagttg
	agagcaaaaccctggttcac
	55

	RM154
	2
	(GA)21
	accctctccgcctcgcctcctc
	ctcctcctcctgcgaccgctcc
	61

	RM240
	2
	(CT)21
	ccttaatgggtagtgtgcac
	tgtaaccattccttccatcc
	55

	RM213
	2
	(CT)17
	atctgtttgcaggggacaag
	aggtctagacgatgtcgtga
	55

	RM208
	2
	(CT)17
	tctgcaagccttgtctgatg
	taagtcgatcgtgtggacc
	55

	RM207
	2
	(CT)25
	ccattcgtgagaagatctga
	cacctcatcctcgtaacgcc
	55

	RM489
	3
	(ATA)8
	acttgagacgatcggacacc
	tcacccatggatgttgtcag
	55

	RM338
	3
	(CTT)6
	cacaggagcaggagaagagc
	ggcaaaccgatcactcagtc
	55

	RM55
	3
	(GA)17
	ccgtcgccgtagtagagaag
	tcccggttattttaaggcg
	55

	RM514
	3
	(AC)12
	agattgatctcccattcccc
	cacgagcatattactagtgg
	55

	RM307
	4
	(AT)14(GT)21
	gtactaccgacctaccgttcac
	ctgctatgcatgaactgctc
	55

	RM124
	4
	(TC)10
	atcgtctgcgttgcggctgctg
	catggatcaccgagctcccccc
	67

	RM507
	5
	(AAGA)7
	cttaagctccagccgaaatg
	ctcaccctcatcatcgcc
	55

	RM413
	5
	(AG)11
	ggcgattcttggatgaagag
	tccccaccaatcttgtcttc
	53

	RM178
	5
	(GA)5(AG)8
	tcgcgtgaaagataagcggcgc
	gatcaccgttccctccgcctgc
	69

	RM334
	5
	(CTT)20
	gttcagtgttcagtgccacc
	gactttgatctttggtggacg
	55

	RM26
	5
	(GA)15
	gagtcgacgagcggcaga
	ctgcgagcgacggtaaca
	55

	RM133
	6
	(CT)8
	ttggattgttttgctggctcgc
	ggaacacggggtcggaagcgac
	63

	RM510
	6
	(GA)15
	aaccggattagtttctcgcc
	tgaggacgacgagcagattc
	57

	RM190
	6
	(CT)11
	ctttgtctatctcaagacac
	ttgcagatgttcttcctgatg
	55

	RM217
	6
	(CT)20
	atcgcagcaatgcctcgt
	gggtgtgaacaaagacac
	55

	RM3
	6
	(GA)2GG(GA)25
	acactgtagcggccactg
	cctccactgctccacatctt
	55

	RM125
	7
	(GCT)8
	atcagcagccatggcagcgacc
	aggggatcatgtgccgaaggcc
	63

	RM11
	7
	(GA)17
	tctcctcttcccccgatc
	atagcgggcgaggcttag
	55

	RM118
	7
	(GA)8
	ccaatcggagccaccggagagc
	cacatcctccagcgacgccgag
	67

	RM234
	7
	(CT)25
	acagtatccaaggccctgg
	cacgtgagacaaagacggag
	55

	RM505
	7
	(CT)12
	agagttatgagccgggtgtg
	gatttggcgatcttagcagc
	55

	RM152
	8
	(GGC)10
	gaaaccaccacacctcaccg
	ccgtagaccttcttgaagtag
	53

	RM25
	8
	(GA)18
	ggaaagaatgatcttttcatgg
	ctaccatcaaaaccaatgttc
	53

	RM284
	8
	(GA)8
	atctctgatactccatccatcc
	cctgtacgttgatccgaagc
	55

	RM433
	8
	(AG)13
	tgcgctgaactaaacacagc
	agacaaacctggccattcac
	53

	RM223
	8
	(CT)25
	Gagtgagcttgggctgaaac
	gaaggcaagtcttggcactg
	55

	RM80
	8
	(CTC)25
	ttgaaggcgctgaaggag
	catcaacctcgtcttcaccg
	55

	RM242
	9
	(CT)26
	ggccaacgtgtgtatgtctc
	tatatgccaagacggatggg
	55

	RM171
	10
	(GATG)5
	aacgcgaggacacgtacttac
	acgagatacgtacgcctttg
	55

	RM484
	10
	(AT)9
	tctccctcctcaccattgtc
	tgctgccctctctctctctc
	55

	RM552
	11
	(TAT)13
	cgcagttgtggatttcagtg
	tgctcaacgtttgactgtcc
	55

	RM536
	11
	(CT)16
	tctctcctcttgtttggctc
	acacaccaacacgaccacac
	55

	RM144
	11
	(ATT)11
	tgccctggcgcaaatttgatcc
	gctagaggagatcagatggtagtgcatg
	57

	RM209
	11
	(CT)18
	atatgagttgctgtcgtgcg
	caacttgcatcctcccctcc
	55

	RM19
	12
	(ATC)10
	caaaaacagagcagatgac
	ctcaagatggacgccaaga
	55

	RM277
	12
	 (GA)11
	cggtcaaatcatcacctgac
	caaggcttgcaagggaag
	55


Table S2. Genetic diversity parameters of 47 SSR primers used in the current study
	Primer code
	A
	PIC
	Ne
	He
	Molecular weight (bp)

	RM495
	4
	0.657
	3.448
	0.720
	131-143

	RM1
	6
	0.636
	3.162
	0.693
	73-121

	RM259
	6
	0.705
	3.945
	0.757
	133-153

	RM5
	4
	0.435
	1.888
	0.477
	98-106

	RM237
	6
	0.769
	4.978
	0.810
	110-131

	RM431
	3
	0.445
	2.205
	0.554
	120-124

	RM154
	7
	0.786
	5.327
	0.823
	151-169

	RM240
	8
	0.846
	7.243
	0.874
	102-131

	RM213
	6
	0.723
	4.161
	0.770
	113-134

	RM208
	6
	0.704
	3.900
	0.754
	141-174

	RM207
	7
	0.654
	3.162
	0.693
	97-125

	RM489
	4
	0.534
	2.389
	0.589
	168-203

	RM338
	3
	0.520
	2.512
	0.610
	160-167

	RM55
	2
	0.373
	1.987
	0.504
	215-225

	RM514
	6
	0.784
	5.286
	0.822
	226-253

	RM307
	4
	0.532
	2.383
	0.588
	113-191

	RM124
	4
	0.650
	3.380
	0.714
	233-244

	RM507
	4
	0.456
	2.052
	0.520
	253-265

	RM413
	5
	0.662
	3.497
	0.724
	75-105

	RM178
	2
	0.317
	1.651
	0.400
	111-113

	RM334
	3
	0.556
	2.690
	0.637
	118-126

	RM26
	3
	0.330
	1.565
	0.366
	96-103

	RM133
	4
	0.464
	2.010
	0.509
	216-224

	RM510
	3
	0.591
	2.983
	0.674
	95-105

	RM190
	3
	0.517
	2.398
	0.591
	102-115

	RM217
	7
	0.807
	5.863
	0.841
	111-177

	RM3
	4
	0.605
	2.996
	0.675
	117-134

	RM125
	4
	0.363
	1.659
	0.403
	107-116

	RM11
	5
	0.686
	3.670
	0.738
	119-145

	RM118
	4
	0.521
	2.285
	0.570
	142-149

	RM234
	6
	0.718
	4.080
	0.765
	117-141

	RM505
	5
	0.667
	3.519
	0.726
	151-177

	RM152
	7
	0.789
	5.348
	0.824
	136-157

	RM25
	7
	0.750
	4.548
	0.791
	114-134

	RM284
	4
	0.618
	3.063
	0.683
	121-128

	RM433
	3
	0.474
	2.156
	0.544
	149-156

	RM223
	4
	0.611
	3.104
	0.687
	120-130

	RM80
	8
	0.805
	5.728
	0.837
	88-144

	RM242
	5
	0.705
	3.923
	0.755
	169-192

	RM171
	8
	0.786
	5.286
	0.822
	310-343

	RM484
	4
	0.683
	3.730
	0.742
	279-286

	RM552
	11
	0.868
	8.322
	0.892
	115-228

	RM536
	4
	0.543
	2.485
	0.606
	198-207

	RM144
	8
	0.793
	5.454
	0.828
	208-299

	RM209
	6
	0.635
	3.225
	0.699
	116-144

	RM19
	6
	0.714
	3.968
	0.758
	189-222

	RM277
	4
	0.633
	3.162
	0.693
	108-114


A, Observed number of alleles; PIC, polymorphism information content; Ne, Number of effective alleles; He, expected heterozygosity; bp, base pairs

Supplementary Figure S1 The relationship between ΔK and K showing the highest peak at K = 6
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