3

Table S1 Characteristics of 36 polymorphic markers developed in this study and 2 polymorphic transferable markers. Name of the primer, accession number (Acc. No.) from Genbank, primer sequences, repeat motif, product size, number of allele (Alle. no.), expected (He) and observed (Ho) heterozygosity, Hardy–Weinberg equilibrium (HW), Polymorphism Information Content (PIC), and resolving power (Rp) of each primer are indicated in this table.
	Name
	Acc. no.
	Sequences (5'-3')
	Repeat motif
	size 

(bp)
	Alle. no.
	He
	Ho
	HW
	PIC
	Rp

	T14
	JX198662
	F
	GACAGACACACGAGGTTTATTC
	(AC)3, (TA)3
	436
	2
	0.76
	1.00
	0.68
	0.42
	1.00

	
	
	R
	 AGACAACATCATTAGCATAGTCC
	
	
	
	
	
	
	
	

	T17
	JX198663
	F
	CAGACAGACAGAGATAGATTTAC
	(CA)3, (CAGA)3
	259
	2
	0.75
	0.46
	0.00
	0.48
	1.23

	
	
	R
	CAGACAAATATAAAATAAGAT
	
	
	
	
	
	
	
	

	T22
	JX198664
	F
	CACACACACTCGCCTTCACTG
	(CA)4, (AT)3, (AC)3, (AT)4, (TA)3, (TA)4, (GT)3
	515
	2
	0.65
	0.35
	0.16
	0.55
	1.31

	
	
	R
	ACACACTAAACCCTAACC
	
	
	
	
	
	
	
	

	T31
	JX198665
	F
	GAGAGAGGTTTAGAAATAGGG
	(GA)3, (TA)3, (TA)5, (TGA)4, (TTG)3, (TGT)3, (AAGA)3
	606
	3
	0.48
	0.71
	0.67
	0.64
	1.77

	
	
	R
	GGTAGGTTTGAAAGTATTTTGG
	
	
	
	
	
	
	
	

	T34
	JX198666
	F
	GAGAGAGGAGAAGAGGGGC
	(GA)3, (CT)3, (TA)4, (AT)3, (CT)3
	289
	2
	0.51
	0.35
	0.00
	0.38
	1.15

	
	
	R
	GAGAGAGGCTAGATAGTCG
	
	
	
	
	
	
	
	

	T52
	JX198667
	F
	CACACCCACAGCCACAGC
	(AC)3, (GT)4
	504
	2
	0.59
	0.42
	1.00
	0.10
	0.23

	
	
	R
	CACACACACCATTTTCATC
	
	
	
	
	
	
	
	

	T76
	JX198668
	F
	GAGAGAGAGAGAGCAAGGGG
	(GA)6, (TC)4
	255
	2
	0.18
	0.19
	0.34
	0.42
	0.77

	
	
	R
	GTAGAGAGAGAAATCACCTC
	
	
	
	
	
	
	
	

	T84
	JX198669
	F
	GAGAGAGAGAGCTATGAGGC
	(GA)5, (CT)5
	225
	2
	0.50
	0.15
	0.27
	0.45
	1.15

	
	
	R
	GAGAGAGAGAGTTAGGTTC
	
	
	
	
	
	
	
	

	T93
	JX198670
	F
	CACACACAAGACAAAAATATAC
	(CT)4, (TA)4, (CA)3, (AT)3, (GA)3, (GA)3, (GA)5, (TG)4
	527
	2
	0.54
	0.13
	0.15
	0.40
	0.77

	
	
	R
	CACACACAGGGCTCATCTC
	
	
	
	
	
	
	
	

	T101
	JX198671
	F
	GGGTGAGGATCTACAATCAG
	(CA)3
	517
	2
	0.70
	0.62
	0.00
	0.32
	0.85

	
	
	R
	GGTGGGGTGTGGTCAAAGG
	
	
	
	
	
	
	
	

	T105
	JX198662
	F
	GGGTGGGGTGGGGTGCAACC
	(GGGTG)3
	273
	3
	0.41
	0.27
	0.02
	0.52
	1.38

	
	
	R
	GGTGGGGTGATCCATAAC
	
	
	
	
	
	
	
	


Table S1 Characteristics of 36 polymorphic markers developed in this study and 2 polymorphic transferable markers (cont.).
	Name
	Acc. no.
	Sequences (5'-3')
	Repeat motif
	size 

(bp)
	Alle. no.
	He
	Ho
	HW
	PIC
	Rp

	TE02
	JY274117.1
	F
	CAGCAGTAGTAGCAGCAGCA
	(AGC)12
	319
	5
	0.74
	0.48
	0.09
	0.67
	2.15

	
	
	R:
	AATACGACACGAGCACGAA
	
	
	
	
	
	
	
	

	TE11
	JY274118.1
	F
	CGCCTAATTTGTTGCATGG
	(AG)19
	280
	5
	0.30
	0.35
	0.01
	0.70
	2.69

	
	
	R:
	ATGTCACCGCCAAAGGATT
	
	
	
	
	
	
	
	

	TE12
	JY274119.1


	F
	TTGAAGGCGAAAGTTGCAG
	(GCA)7


	307
	4
	0.50
	0.44
	0.00
	0.57
	2.54

	
	
	R:
	GAACGAGCAAATCGAAGCA
	
	
	
	
	
	
	
	

	TE19
	JY274120.1


	F
	AGGTCTTGTGCGTGTTGTTG
	(GA)6


	450
	2
	0.58
	0.36
	0.09
	0.55
	1.69

	
	
	R:
	TTGCTGCCGTTAGACACAGA
	
	
	
	
	
	
	
	

	TE20
	JY274121.1


	F
	CAGGCCATCAAACCATCTG
	(TC)9


	147
	2
	0.52
	0.23
	0.13
	0.37
	1.31

	
	
	R:
	CGACCCACACAAACTCCAC
	
	
	
	
	
	
	
	

	TE21
	JY274122.1


	F
	TGCTGCCTACTGCGAGTCTA
	(GCT)5


	230
	3
	0.63
	0.38
	0.45
	0.49
	1.92

	
	
	R:
	GGCAACCCCTAAATTCAACA
	
	
	
	
	
	
	
	

	TE27
	JY274123.1


	F
	CGGTTTTCTGTCCTCCAAAA
	(GTT)6


	284
	3
	0.68
	0.45
	1.00
	0.17
	0.38

	
	
	R:
	TTCCTTCTCCTTCATCCCTG
	
	
	
	
	
	
	
	

	TE32
	JY274124.1


	F
	CCACACCAAGTGCGAAATC
	(TC)8


	341
	2
	0.26
	0.22
	0.00
	0.37
	1.69

	
	
	R:
	GGGTAAAGGCACACCTCGT
	
	
	
	
	
	
	
	

	TE35
	JY274125.1


	F
	ACCCTCCTTGACCCTGTTG
	(CT)15


	138
	3
	0.33
	0.00
	0.00
	0.55
	1.85

	
	
	R:
	GGTGTTGTTGCTGCTTGCT
	
	
	
	
	
	
	
	

	TE38
	JY274126.1


	F
	CGGAAACGAACGAGTGAAGT
	(TA)7


	236
	5
	0.40
	0.24
	0.22
	0.64
	2.69

	
	
	R:
	GCGTATAAAATCCCTGCCCT
	
	
	
	
	
	
	
	

	TE41
	JY274127.1


	F
	GTTGAATACCTCGCTCGCA
	(AG)17


	240
	3
	0.73
	0.46
	0.15
	0.37
	1.00

	
	
	R:
	CCCTCTCATTTGTTTCCGC
	
	
	
	
	
	
	
	

	TE43
	JY274128.1


	F
	CAA GTG GCA GTG GTA TCA AC
	(AG)25


	298
	7
	0.49
	0.04
	0.42
	0.71
	2.38

	
	
	R:
	GAC CCA ACC CCA CTC TCT CT
	
	
	
	
	
	
	
	

	TE45
	JY274129.1
	F
	CTTCTTCTGCGTGATCTCAA
	(CT)12
	183
	2
	0.70
	0.20
	1.00
	0.47
	1.00

	
	
	R:
	CCCTGCCATACCCATATCT
	
	
	
	
	
	
	
	


Table S1 Characteristics of 36 polymorphic markers developed in this study and 2 polymorphic transferable markers (cont.).
	Name
	Acc. no.
	Sequences (5'-3')
	Repeat motif
	size 

(bp)
	Alle. no.
	He
	Ho
	HW
	PIC
	Rp

	TE55
	JY274130.1
	F
	ACGTTGTTTCAGGTTGTCGG
	(AG)14
	383
	2
	0.46
	0.00
	0.69
	0.42
	1.23

	
	
	R:
	GGCGTTCGCTGTTCAAGATA
	
	
	
	
	
	
	
	

	TE57
	JY274131.1
	F
	GATGTGTTCCCTTGGTCTTTGT
	(TGC)8
	354
	3
	0.49
	0.56
	0.22
	0.54
	1.69

	
	
	R:
	GTCCAGTCATCTCCACAGTCAA
	
	
	
	
	
	
	
	

	TE59
	JY274132.1
	F
	CCGGTTTGTGAAATCTGAAG
	(AG)9


	157
	3
	0.41
	0.00
	0.00
	0.45
	1.85

	
	
	R:
	CACAGCTAAACTCACGCACA
	
	
	
	
	
	
	
	

	TE64
	JY274133.1
	F
	CCAACCCTAATCGAACACCC
	(GCA)7


	200
	3
	0.48
	0.67
	0.19
	0.66
	2.08

	
	
	R:
	TCAAGAGAGGGACACGATGG
	
	
	
	
	
	
	
	

	TE70
	JY274134.1
	F
	AATCAGCCATTATCAACCCT
	(AG)24


	230
	5
	0.58
	0.45
	0.20
	0.71
	2.23

	
	
	R:
	CAACTCATGTTTCACCCAAA
	
	
	
	
	
	
	
	

	TE71
	JY274135.1
	F
	TGAAAGCCAGCGAACTTATT
	(AG)10


	343
	2
	0.41
	0.00
	0.41
	0.37
	0.77

	
	
	R:
	CTTCTTCTGCGTGATCTCAA
	
	
	
	
	
	
	
	

	TE73
	JY274136.1
	F
	TCAAACGTCCCTCATCCAAC
	(TC)5


	276
	2
	0.11
	0.12
	0.00
	0.32
	0.85

	
	
	R:
	CCGAAGAAGTGAGATCCGTG
	
	
	
	
	
	
	
	

	TE78
	JY274137.1
	F
	GAGAGGATCTGGTGGGATGA
	(CT)7


	238
	3
	0.25
	0.19
	0.10
	0.41
	1.00

	
	
	R:
	GGTGGCTCCAAACTACCAAG
	
	
	
	
	
	
	
	

	TE89
	JY274138.1
	F
	TCCCCAACCGAACTATATGA
	(CT)8


	308
	4
	0.39
	0.52
	0.00
	0.66
	2.77

	
	
	R:
	ACTGAACCTGAAACATTGCC
	
	
	
	
	
	
	
	

	TE92
	JY274139.1
	F
	TCTAAAGTGAGCACCCTCGC
	(GAA)4


	339
	2
	0.18
	0.10
	0.00
	0.37
	1.62

	
	
	R:
	 TTGCAGCCAAAGAAAAGGTT
	
	
	
	
	
	
	
	

	TE95
	JY274140.1
	F
	AAGCACACTGGATCACAACG
	(CT)5


	256
	6
	0.33
	0.00
	0.00
	0.68
	2.15

	
	
	R:
	GATGGATGGGGTGTTTCTTG
	
	
	
	
	
	
	
	

	TE97
	JY274141.1
	F
	GCAATCCCAAACATGCACTA
	(CAG)4


	273
	2
	0.38
	0.30
	0.00
	0.57
	1.38

	
	
	R:
	GTCACGACCAACGTCCAAG
	
	
	
	
	
	
	
	

	HT815
	See Heesacker, 2008


	2
	0.21
	0.23
	1.00
	0.18
	0.46

	HT1021
	See Heesacker, 2008


	3
	0.62
	0.73
	0.05
	0.53
	1.77


