Table S1 List and characteristics of primers selected for population genetic surveys of G. lutea after preliminary screening

	Type of marker
	N
	Primer or

primers pair
	Sequence 3 '-5 '
	Nt
	P, %
	Rp
	DL
	ND

	
	
	
	
	Tr
	Kr
	∑
	Tr
	Kr
	∑
	Tr
	Kr
	∑
	∑
	∑

	RAPD
	1
	A01
	caggcccttc
	6
	6
	10
	17
	33
	90
	0.9
	0.7
	7.4
	0.802
	74

	
	2
	A03
	agtcagccac
	7
	7
	10
	14
	0
	70
	0.1
	0
	6.9
	0.560
	196

	
	3
	А05
	aggggtcttg
	7
	2
	7
	43
	0
	86
	1.2
	0
	4.1
	0.673
	132

	
	4
	А07
	gaaacgggtg
	10
	8
	13
	80
	88
	92
	3.6
	4.1
	5.4
	0.953
	6

	
	5
	А13
	cagcacccac
	7
	7
	10
	57
	71
	100
	2.4
	1.3
	6.3
	0.864
	46


	
	6
	A18
	aggtgaccgt
	11
	11
	16
	82
	64
	94
	5.2
	3.2
	7.7
	0.956
	5

	
	7
	A19
	caaacgtcgg
	8
	12
	15
	75
	75
	93
	2.9
	3.3
	7.3
	0.942
	11

	
	8
	B01
	gtttcgctcc
	10
	8
	12
	90
	88
	92
	5.1
	3.3
	5.5
	0.944
	10

	
	9
	B07
	ggtgacgcag
	11
	11
	15
	73
	64
	93
	2.9
	3.7
	8.7
	0.938
	14

	
	10
	B08
	gtccacacgg
	10
	9
	14
	80
	67
	86
	1.6
	2.4
	4.7
	0.880
	39

	ISSR
	1
	UBC#807
	(ag)8t
	13
	15
	18
	100
	73
	100
	6.8
	7.2
	11.9
	0.967
	0

	
	2
	UBC#809
	(ag)8g
	8
	13
	14
	88
	77
	93
	2.3
	5.9
	7.7
	0.940
	12

	
	3
	UBC#810
	(ga)8t
	7
	8
	10
	43
	63
	70
	0.7
	2.0
	2.8
	0.776
	86

	
	4
	UBC#811
	(ga)8c
	16
	19
	26
	94
	95
	100
	6.0
	11.1
	12.3
	0.964
	1

	
	5
	UBC#827
	(ac)8g
	6
	8
	8
	50
	63
	75
	2.7
	3.2
	3.9
	0.900
	30

	
	6
	UBC#835
	(ag)8yc
	16
	14
	19
	81
	86
	95
	2.8
	6.1
	4.7
	0.951
	7

	
	7
	UBC#840
	(ga)8yt
	13
	11
	15
	92
	64
	93
	7.2
	3.2
	7.2
	0.953
	5

	
	8
	UBC#857
	(ac)8yg
	12
	13
	15
	58
	69
	80
	1.5
	5.2
	4.9
	0.842
	56

	
	9
	UBC#889
	dbd(ac)8
	12
	17
	17
	75
	29
	82
	4.3
	3.3
	8.7
	0.953
	7

	CDDP
	1
	WRKY-A-F
	tggcgsaagtacggccag
	9
	15
	15
	33
	60
	67
	1.1
	4.3
	5
	0.849
	53

	
	2
	WRKY-A-R
	gtggttgtgcttgcc
	9
	11
	13
	44
	27
	69
	1.6
	1.9
	7.3
	0.876
	41

	
	3
	WRKY-B
	gccctcgtasgtsgt
	5
	10
	10
	40
	30
	70
	0.9
	1.9
	4.4
	0.827
	63

	
	4
	MYB
	ggcaagggctgccgc
	14
	10
	16
	64
	70
	94
	4.4
	4.3
	7.7
	0.949
	8

	
	5
	ERF-F
	cactaccgcggsctscg
	13
	11
	16
	62
	55
	81
	4.1
	3.2
	9.1
	0.949
	8

	
	6
	KNOX-F
	aagggsaagctsccsaag
	5
	5
	5
	0
	0
	0
	0
	0
	0
	0.000
	465

	
	7
	KNOX-R
	cactggtgggagctscac
	4
	4
	4
	25
	75
	75
	0.7
	1.2
	1.3
	0.558
	184

	
	8
	MADS-A
	atgggccgsggcaaggtgc
	13
	11
	14
	46
	55
	71
	2.8
	3.2
	4.3
	0.940
	12

	
	9
	ABP1-2
	acsccsatccaccgc
	9
	7
	11
	22
	14
	73
	1.1
	0.1
	6.5
	0.671
	133

	RGAP
	1
	RLRR for

RLRR rev
	cgcaaccactagagtaac
acactggtccatgaggtt
	6
	4
	9
	67
	25
	0
	2.7
	0.1
	6.7
	0.731
	106

	
	2
	XLRR-INV1

XLRR-INV2
	ttgtcaggccagataccc
gaggaaggacaggttgcc
	9
	10
	11
	33
	50
	55
	1.7
	2.5
	3.1
	0.853
	51

	
	3
	Pto kin3

Pto kin4
	tacttcggacgtttacat
agtgtcttgtagggtatc
	3
	5
	5
	100
	40
	0
	1.9
	0.5
	3.2
	0.784
	82

	
	4
	XLRR for

XLRR rev
	ccgttggacaggaaggag
cccatagaccggactgtt
	11
	8
	11
	36
	38
	64
	1.3
	0.9
	2.7
	0.829
	62

	
	5
	NLRR for

NLRR rev
	tagggcctcttgcatcgt
tataaaaagtgccggact
	4
	5
	5
	25
	40
	40
	0.5
	1.2
	1.7
	0.669
	138

	
	6
	Cre3Ploop

Cre3-k3
	gcgggtctgggaaatctacc
ctgcagtaagcaaagcaacg
	8
	8
	11
	25
	63
	73
	1.3
	1.6
	5.1
	0.840
	57

	
	7
	NLRR-INV1

NLRR-INV2
	tgctacgttctccggg
tcaggccgtgaaaaatat
	6
	9
	8
	50
	56
	63
	0.4
	1.6
	0.7
	0.542
	195

	IRAP
	1
	653
	cccctactgcaagcgcaccc
	13
	10
	15
	38
	40
	73
	1.9
	3.1
	5
	0.864
	46

	
	2
	1962
	aggaagaagcacccggccatgg
	10
	15
	15
	80
	73
	93
	3.5
	4.9
	6.1
	0.949
	8

	
	3
	866
	accagcccgggccgtcgacc
	14
	8
	15
	64
	63
	80
	4.7
	3.5
	7.5
	0.924
	19

	
	4
	696
	cggggtgggtcggggtgttac
	6
	7
	8
	33
	43
	63
	0.8
	1.7
	1.3
	0.687
	126

	
	5
	675
	agcgcgcgtgctgggctggg
	10
	10
	14
	40
	80
	86
	0.9
	3.3
	3.1
	0.796
	77


The data shown in the table were obtained for one of two populations of G.lutea from the Ukrainian Carpathians: Tr – the ridge slope between Troyaska and Tataruka Mts, Kr – polonyna Krachuneska, or for the total sample (∑)
