Table S1.  List of accessions used for diversity analysis.
	S.  No.


	Indian Gene Bank Number


	NGPS PI Number


	Name


	Origin



	1.
	EC596068
	PI294481
	REICHERSBERGER
	Austria

	2.
	EC596092
	PI419547
	HUNGAROPOLYLOID
	Japan

	3.
	EC596056
	PI237714
	OTOFTE III
	Denmark

	4.
	EC596076
	PI307948
	NO. 942
	Spain

	5.
	EC596075
	PI306677
	NO. A1847
	Ecuador

	6.
	EC596093
	PI419550
	TENDA SELECTION
	Japan

	7.
	EC596069
	PI294797
	ARSAN
	Bulgaria

	8.
	EC596038
	PI207972
	NSL 60134
	France

	9.
	EC596085
	PI345675
	KIROVSKIJ 159
	Russia

	10.
	EC596084
	PI345673
	GLORIA MESTNAJA
	Ukraine

	11.
	EC596089
	PI401469
	PERENA
	Romania

	12.
	EC596054
	PI236455
	MYNSKYLA
	Finland

	13.
	EC596035
	PI204507
	NO. 382
	Turkey

	14.
	EC596090
	PI418889
	296
	Italy

	15.
	EC596087
	PI376880
	GRASSLANDS HAMUA
	New Zealand

	16.
	EC596080
	PI315522
	G 17210
	Italy

	17.
	EC596073
	PI306185
	BERRYS
	United Kingdom

	18.
	EC596049
	PI189174
	Groninger
	Netherlands

	19.
	EC596071
	PI302421
	TREBOL ROJO
	Colombia

	20.
	EC596066
	PI286116
	REDON
	Canada

	21.
	EC596081
	PI315534
	MEMMOS
	Canada

	22.
	EC596083
	PI318888
	CIGANDI
	Hungary

	23.
	EC596055
	PI237705
	HINDERUPGAARD III
	Denmark

	24.
	EC596048
	PI234448
	NO. 16104
	Belgium

	25.
	EC596058
	PI239870
	NO. 17109
	Greece

	26.
	EC596060
	PI251564
	19660
	Yugoslavia

	27.
	EC596079
	PI314840
	JRIPO F 81
	Norway

	28.
	EC596064
	PI266047
	WIELKOLISTNA
	Poland

	29.
	EC596028
	PI187284
	ABERYSTWYTH S 151
	United Kingdom

	30.
	EC596036
	PI205313
	NO. 642
	Turkey

	31.
	EC596063
	PI255894
	HRUSZOWSKA CIEMNA
	Poland

	32.
	EC596042
	PI226952
	NO. 363
	Ethiopia

	33.
	EC596052
	PI235867
	SORBY OKNA
	Sweden

	34.
	EC596070
	PI295355
	RAHN REDCLOVER
	United States

	35.
	EC596033
	PI201191
	NSL 60106
	Netherland

	36.
	EC596057
	PI239696
	NO. 150
	Switzerland

	37.
	EC596046
	PI230229
	NO. 55-7
	United States

	38.
	EC596026
	PI187008
	NO. 1687
	Germany

	39.
	EC596037
	PI207520
	NO. 12623
	Afghanistan

	40.
	EC596040
	PI220856
	NSL 60141
	Portugal

	41.
	EC596067
	PI293591
	NSL 60492
	Poland

	42.
	EC596023
	PI171870
	NO. 6948
	Turkey

	43.
	EC596032
	PI196424
	NO. 9500
	Denmark

	44.
	EC596027
	PI187224
	OUDENAERDSE
	Belgium

	45.
	EC596029
	PI188680
	G 13945
	France

	46.
	EC596047
	PI232941
	FERTODI
	Hungary

	47.
	EC596051
	PI235854
	LABBERUD
	Sweden

	48.
	EC596053
	PI235870
	SVANVIK
	Sweden



Table S2. List of SSR primers used and their diversity characteristics

	Primer


	Repeat motif


	Primer sequence


	Linkage Group


	Ta
	No. of bands
	Allele size
	PIC

	RCS2918


	AAG


	F:CGCCAATTTCATTGTTGGAT

R:GAGGTTTGGAGTGTTGCCAT
	1


	55°C
	3
	100-200bp
	0.655

	RCS5073


	ATC


	F:AGTCGAAACGCCTCTAGCAA 

R:TTTGGGCAATTTCCTTTGAG
	1
	55°C
	4
	150-200bp
	0.664

	RCS6085


	ACT


	F:ATTGGGTGCAGAAAATCAGG

R:TCATTGCCGGTGTATTTTGA
	1
	55°C
	3
	300-400bp
	0.663

	RCS6631


	AAC


	F:AAGCTCGTGTTTGCTGTGTG

R:CCAAGAACGTGAGCAACGTA
	1
	55°C
	3
	100-200bp
	0.475

	RCS6509


	AAT


	F:TTGGAACCCAAATAAGTCGC

R:TGAATTGCGCAAACTAGGAA
	1
	55°C
	4
	100-200bp
	0.613

	RCS0078


	AG


	F:ATTCCCCCAATTTCCATCTC

R:TGCCCTGAAACCAAAAATGT
	2


	55°C
	4
	150-250bp
	0.718

	RCS0453


	AAG


	F:TCGCCACAAGGTCTCTTTTT

R:CGCTCTCTCTCTCTGCTTCA
	2
	55°C
	3
	100-200bp
	0.621

	RCS6676


	ATC


	F:CTCTTTCACCGCCTTGAGAC

R:TGGTGGAGTTGTTTTGGTGA
	2
	55°C
	2
	100-200bp
	0.301

	RCS6935


	AAG


	F:TTAACTAAGCAGTGTGGCGG

R:TTGTCGGGAACAACAACTGA
	2
	55°C
	3
	100-200bp
	0.634

	RCS7205


	GGA


	F:TATCACACCCCATTTGGCTT

R:ATGATGGCAACGGTGGTAA
	2
	55°C
	2
	200-250bp
	0.493

	RCS0899


	GGT


	F:CAAACAGGGTTTGTTGCTGA R:TGTTGTCAGGTCAAAGACTCAAA
	3


	55°C
	1
	150bp
	-

	RCS1667


	AAC


	F:AAACCAAAATGCCACGAAAC

R:TTTCTGAGTTCTTGCAGCGA
	3
	55°C
	4
	200-300bp
	0.704

	RCS4659


	GGA


	F:TCAACGAAGAAGAGAGGGTTG

R:CAAGCGATTCAGACAACGAA
	3
	55°C
	3
	200-300bp
	0.540

	RCS6448


	AAC


	F:CTCACTTCATTGCACCTCCA

R:CCGGTGCCAACAACTTTATC
	3
	55°C
	3
	150-250bp
	0.499

	RCS5722


	GGT


	F:TCAAAATCGAAAGAAACCGC

R:TCTGACAAGGTGGTGCAGAG
	3
	55°C
	4
	100-150bp
	0.604

	RCS2728


	AAC


	F:GTCCATGAAGGCCGAAAATA

R:CAGAGGACCAGGAGGTGAAG
	4


	55°C
	3
	150-250bp
	0.645

	RCS3448


	AAAG


	F:AAAAATAAGAGAGTGTTCTACAAGGAC

R:GATTTGGGATGACGAGATGG
	4
	55°C
	4
	100-150bp
	0.666

	TPSSR15


	(CA)6CG(CA)5(CACG)5(CA)4;(CA)13
	F:ATCTCAAAGGACGACTAGGTATTT

R:ATTGTTATCGATGGATGAGAGTAA
	4
	55°C
	3
	100-200bp
	0.640

	TPSSR17


	(CTT)22


	F:AAGCAGCGAGACTTCCCTTTG

R:TGGAAGGTTAACATCGAGAGCA
	4
	55°C
	4
	100-200bp
	0.637

	RCS3730


	AGC


	F:GGCAAAGACCAATTTTCCAA

R:AGAACCAACAACAACAGCCC
	4
	55°C
	2
	200-220bp
	0.458

	RCS0060


	AAT


	F:AGGATGAAGAAGCCATGGAA

R:GCCGTGTAAATGACGGAGAT
	5


	55°C
	6
	150-250bp
	0.719

	RCS1225


	ATC


	F:TGCAAACTCCGCTTTATGC

R:CTCGCTGAAGGAGGAAACAG
	5
	55°C
	4
	200-300bp
	0.676

	RCS1594


	AAG


	F:AAACAGCAACCATACCACCA

R:TAGAATCCTCACCCAATCGC
	5
	55°C
	1
	220bp
	-

	RCS1762


	AAG


	F:AAATGGCGCAAGAGAACAAT

R:ACCAACCCAAGCAGATGAAG
	5
	55°C
	3
	200-250bp
	0.650

	RCS3681


	ATC


	F:AAAGCACGTGAAGAAAATGGA 

R:CCCTTCATCAATGGCTTTCT
	5
	55°C
	3
	100-150bp
	0.619

	RCS0031


	AAAG


	F:CCTCCTTGCATCATCTTTTC

R:AAAACTCGTTCGAGAGAGTG
	6


	55°C
	4
	100-200bp
	0.712

	RCS6502


	AAT


	F:TCACAATGTCACCAACAAAACA

R:TTGCACTTTTTCTCAGTGGCT
	6
	55°C
	3
	100-150bp
	0.610

	RCS0019


	AAT


	F:TTTTTCTCTCATTAAATTCATTCACAA

R:CATTCATTGCATTGTTTCTTCAA
	6
	55°C
	2
	150-200bp
	0.490

	TPSSR40


	
	F:CGCGTACCTACACTCAAATATAACACT

R:GGCTTAGGGTTCGAGATCCAG
	6
	55°C
	1
	250bp
	-

	RCS4155


	AAT


	F:CGGAAGTTATCGATGCAAAG

R:GAAAAGGGGAGGAATATGGC
	6
	55°C
	4
	200-300bp
	0.716

	RCS4002


	AAAT


	F:GCACATGCACACCTCATCTC 

R:CAGAAGCAATCCCACCAACT
	7


	55°C
	3
	200-300bp
	0.486

	RCS6927


	AGC


	F:TAAAGCGAGGGCAACTCCTA

R:GAGCAGGAGTAGTAGCCGGA
	7
	55°C
	1
	150bp
	-

	RCS0004


	AAG


	F:GCATCTCCACCGTTCTTCTC

R:TGCGACGGTGTTTTCTAGTG
	7
	55°C
	3
	150-250bp
	0.617

	RCS1234


	GGT


	F:CAACCACCTTTCATTCCTCAA

R:TGTGTCACTCAACTCATTTCCA
	7
	55°C
	2
	100-150bp
	0.408

	TPSSR45


	(GA)27;(GA)5


	F:TGTGTTATGGTGAAGTTCAAAATATAATTTC

R:CCAATGGCGTCAATGGTCTC
	7
	55°C
	3
	100-200bp
	0.662

	TPSSR50


	(CT)23


	F:AAGGCCCATGTTGAAACTGC

R:TTTGTTCAGGAAAATGAGGCG
	7


	55°C
	3
	150-200bp
	0.626

	Mean
	
	
	
	
	108
	
	0.605


Ta: annealing temperature,  PIC: Polymorphism information content

	Linkage Group
	Effective no. of alleles (Ne)
	Nei’s gene diversity (h)
	Shannon’s information index (I)
	Heterozygosity
(Ht)

	I
	1.5674±0.3757
	0.3237±0.1717
	0.4853±0.2138
	0.2678±0.0394

	II
	1.6566±0.2765
	0.3779±0.1204
	0.5578±0.1428
	0.3497±0.0133

	III
	1.8731±0.1294
	0.4636±0.0391
	0.6558±0.0406
	0.4489±0.0016

	IV
	1.6513±0.3127
	0.3696±0.1426
	0.5440±0.1768
	0.3238±0.0209

	V
	1.6177±0.2426
	0.3682±0.0976
	0.5502±0.1107
	0.3523±0.0081

	VI
	1.7653±0.2039
	0.4258±0.0723
	0.6149±0.0785
	0.3870±0.0056

	VII
	1.6787±0.2902
	0.3858±0.1161
	0.5676±0.1327
	0.3708±0.0124

	Overall
	1.6496±0.2870
	0.3726±0.1246
	0.5505±0.1500
	0.3432±0.0171


Table S3. Linkage groups wise diversity estimates drawn from 36 SSRs
Table S4.  Values of LnP(K), Ln'(K), |Ln''(K)| and Delta K computed according to Evanno’s method for different values (range, 1-7) of K to detect best fit value of K. Value in bold indicates the most appropriate value of K
	K
	Reps
	Mean LnP(K)
	Stdev LnP(K)
	Ln'(K)
	|Ln''(K)|
	Delta K

	1
	3
	-5569.133333
	1.800926
	—
	—
	—

	2
	3
	-5350.133333
	1.365040
	219.000000
	23.900000
	17.508649

	3
	3
	-5155.033333
	0.513160
	195.100000
	26.300000
	51.251057

	4
	3
	-4986.233333
	1.721434
	168.800000
	19.500000
	11.327768

	5
	3
	-4836.933333
	3.100538
	149.300000
	22.400000
	7.224554

	6
	3
	-4710.033333
	11.322691
	126.900000
	1.566667
	0.138365

	7
	3
	-4581.566667
	2.608320
	128.466667
	—
	—


Table S5. Summary of AMOVA
	Source
	df
	Sum of Squares
	Mean of Squares
	Est. Var.
	%

	Among Pops
	2
	97.855
	48.928
	1.924
	9%

	Within Pops
	45
	866.999
	19.267
	19.267
	91%

	Total
	47
	964.854
	
	21.191
	100%
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Fig S1. Graphical representation of Percentages of variations shown by AMOVA within and among populations

