Table S1 Pairwise genetic distances between sweet corn inbred lines calculated using REMAP binary data. The values of Jaccard’s Distance (JD) and the Simple Matching Index (SMI) are shown in the upper part and lower part of the matrix respectively

	Lines
	6-13
	C-6
	Hybrid
	DH-3
	DH-7
	DH-8
	1-23
	2-20
	2-24
	3-31
	6-28
	3-18

	6-13
	0
	0.667
	0.400
	0.556
	0.667
	0.727
	0.615
	0.846
	0.727
	0.818
	0.545
	0.846

	C-6
	0.286
	0
	0,571
	0.583
	0.462
	0.500
	0.308
	0.538
	0.500
	0.583
	0.667
	0.733

	Hybrid
	0.143
	0.286
	0
	0.300
	0.462
	0.714
	0.429
	0.643
	0.500
	0.692
	0.571
	0.643

	DH-3
	0.179
	0.250
	0.107
	0
	0.583
	0.750
	0.643
	0.545
	0.636
	0.600
	0.692
	0.545

	DH-7
	0.286
	0.214
	0.214
	0.250
	0
	0.500
	0.429
	0.538
	0.200
	0.583
	0.571
	0.733

	DH-8
	0.286
	0.214
	0.357
	0.321
	0.214
	0
	0.462
	0.583
	0.545
	0.750
	0.615
	0.867

	1-23
	0.286
	0.143
	0.214
	0.321
	0.214
	0.214
	0
	0.500
	0.333
	0.643
	0.533
	0.765

	2-20
	0.393
	0.250
	0.321
	0.214
	0.250
	0.250
	0,250
	0
	0.455
	0.400
	0.643
	0.500

	2-24
	0.286
	0.214
	0.214
	0.250
	0.071
	0.214
	0,143
	0.179
	0
	0.500
	0.615
	0.692

	3-31
	0.321
	0.250
	0.321
	0.214
	0.250
	0.321
	0,321
	0.143
	0.179
	0
	0.692
	0.400

	6-28
	0.214
	0.357
	0.286
	0.321
	0.286
	0.286
	0,286
	0.321
	0.286
	0.321
	0
	0.733

	3-18
	0.393
	0.393
	0.321
	0.214
	0.393
	0.464
	0.464
	0.214
	0.321
	0.143
	0.393
	0


Table S2 Pairwise Euclidean distances (ED) for 8 inbred lines and the F1 hybrid Zaharina calculated from phenotype data on six traits
	Lines
	6-13
	C-6
	Hybrid
	DH-8
	1-23
	2-20
	2-24
	3-31
	3-18

	6_13
	0
	106.396
	108.719
	11.291
	14.525
	12.380
	21.804
	4.128
	100.923

	C-6
	
	0
	3.400
	97.899
	92.967
	96.685
	85.219
	106.293
	7.519

	Hybrid
	
	
	0
	100.337
	95,407
	99.170
	87.613
	108.669
	9.703

	DH-8
	
	
	
	0
	8.911
	4.683
	15.547
	10.284
	92.644

	1-23
	
	
	
	
	0
	6.488
	8.862
	14.477
	87.498

	2-20
	
	
	
	
	
	0
	13.234
	12.069
	91.402

	2-24
	
	
	
	
	
	
	0
	22.232
	79.711

	3-31
	
	
	
	
	
	
	
	0
	100.760

	3-18
	
	
	
	
	
	
	
	
	0


