Table S1. Source/origin of 79 coconut genotypes and the corresponding populations as detected by STRUCTURE analysis 

	Genotype
	Code
	Source/Origin
	Tree location
	Q1
	Q2
	Q3
	Q4
	Population

	Alathur Tall
	ALT
	Thanjavur, Tamil Nadu (India)
	CRS, Veppankulam
	0.004
	0.011
	0.019
	0.966
	P4

	Andaman Giant Tall
	AGT
	South Andaman (India)
	CRS, Aliyarnagar
	0.024
	0.965
	0.007
	0.004
	P2

	Andaman Orange Dwarf
	AOD
	South Andaman (India)
	CRS, Veppankulam
	0.416
	0.147
	0.249
	0.188
	Admixture

	Andaman Ordinary Tall
	ADOT
	South Andaman (India)
	CRS, Aliyarnagar
	0.006
	0.964
	0.012
	0.018
	P2

	Andaman Ranguchan Tall
	ADRT
	South Andaman (India)
	CRS, Aliyarnagar
	0.018
	0.408
	0.004
	0.569
	Admixture

	Arasampatti Tall
	APT
	Dharmapuri, Tamil Nadu (India)
	CRS, Aliyarnagar
	0.016
	0.011
	0.005
	0.967
	P4

	Ayiram Kaichi Tall -1
	AYRT-1
	Tamil Nadu (India)
	CRS, Aliyarnagar
	0.011
	0.977
	0.006
	0.006
	P2

	Ayiram Kaichi Tall -2
	AYRT-2
	Tamil Nadu (India)
	CRS, Veppankulam
	0.007
	0.032
	0.402
	0.559
	Admixture

	Borneo Tall
	BRT
	Indonesia
	TNAU Coconut Nursery
	0.508
	0.478
	0.005
	0.009
	Admixture

	British Solomon Islands Tall
	BSIT
	Solomon Islands
	CRS, Aliyarnagar
	0.550
	0.430
	0.017
	0.003
	Admixture

	Calangute Tall
	CALT
	Goa
	CRS, Aliyarnagar
	0.006
	0.110
	0.020
	0.863
	P4

	Ceylon Tall
	SLT
	Sri Lanka
	CRS, Aliyarnagar
	0.004
	0.053
	0.003
	0.940
	P4

	Chowghat Green Dwarf
	CGD
	Kerala (India)
	CRS, Aliyarnagar
	0.670
	0.044
	0.262
	0.025
	Admixture

	Chowghat Orange Dwarf
	COD
	Kerala (India)
	CRS, Aliyarnagar
	0.987
	0.004
	0.004
	0.005
	P1

	Cochin China Tall
	CCNT
	Vietnam
	CRS, Aliyarnagar
	0.040
	0.925
	0.012
	0.023
	P2

	Cumbum Tall
	CMT-F
	Theni, Tamil Nadu (India)
	Farmers field
	0.055
	0.026
	0.426
	0.493
	Admixture

	East Coast-1 Tall
	ECT-1
	Tamil Nadu (India)
	CRS, Aliyarnagar
	0.004
	0.011
	0.003
	0.981
	P4

	East Coast-2 Tall
	ECT-2
	Tamil Nadu (India)
	CRS, Aliyarnagar
	0.004
	0.696
	0.004
	0.296
	Admixture

	Etamozhi Tall
	EMT
	Tamil Nadu (India)
	CRS, Aliyarnagar
	0.459
	0.478
	0.037
	0.027
	Admixture

	Etamozhi Tall-F-1
	EMT-F-1
	Nagercoil, Tamil Nadu (India)
	Farmers field
	0.009
	0.363
	0.010
	0.618
	Admixture

	Etamozhi Tall-F-2
	EMT-F-2
	Nagercoil, Tamil Nadu (India)
	Farmers field
	0.002
	0.004
	0.002
	0.992
	P4

	Etamozhi Tall-F-3
	EMT-F-3
	Nagercoil, Tamil Nadu (India)
	Farmers field
	0.003
	0.012
	0.004
	0.982
	P4

	Etamozhi Tall-F-4
	EMT-F-4
	Nagercoil, Tamil Nadu (India)
	Farmers field
	0.002
	0.003
	0.002
	0.993
	P4

	Etamozhi Tall-F-5
	EMT-F-5
	Nagercoil, Tamil Nadu (India)
	Farmers field
	0.004
	0.008
	0.019
	0.969
	P4

	Federated Malay States Tall
	FMST
	Micronesia
	CRS, Aliyarnagar
	0.158
	0.378
	0.01
	0.453
	Admixture

	Fiji Tall
	FJT
	Fiji Islands
	CRS, Aliyarnagar
	0.018
	0.637
	0.008
	0.338
	Admixture

	Fiji Reguam Tall
	FJRT
	Fiji Islands
	CRS, Veppankulam
	0.002
	0.024
	0.963
	0.011
	P3

	Gangabondam Dwarf
	GBGD
	Andhra Pradesh (India)
	CRS, Aliyarnagar
	0.500
	0.069
	0.004
	0.426
	Admixture

	Genguvarpatti Tall
	GPT-F
	Theni, Tamil Nadu (India)
	Farmers field
	0.002
	0.005
	0.003
	0.989
	P4

	Gonthembili Tall
	GTBT
	Sri Lanka
	CRS, Aliyarnagar
	0.106
	0.024
	0.117
	0.753
	P4

	Guam Tall-Type 1
	GUT-1
	Guam Islands
	CRS, Aliyarnagar
	0.664
	0.008
	0.34
	0.008
	Admixture

	Guam Tall-Type 2
	GUT-2
	Guam Islands
	CRS, Veppankulam
	0.003
	0.002
	0.993
	0.002
	P3

	Hazari Tall
	HZT
	West Bengal (India)
	CRS, Aliyarnagar
	0.003
	0.899
	0.068
	0.029
	P2

	Jamaica Tall
	JMT
	Jamaica Islands
	CRS, Aliyarnagar
	0.071
	0.811
	0.084
	0.034
	P2

	Java Tall
	JVT
	Indonesia
	CRS, Aliyarnagar
	0.383
	0.562
	0.022
	0.032
	Admixture

	Kappadam Tall
	KPDT
	Kerala (India)
	CRS, Aliyarnagar
	0.009
	0.960
	0.024
	0.007
	P2

	Kenthali Dwarf
	KTOD
	Karnataka (India)
	CRS, Aliyarnagar
	0.985
	0.007
	0.003
	0.004
	P1

	Kenya Tall
	KNT
	Africa
	CRS, Aliyarnagar
	0.003
	0.931
	0.005
	0.060
	P2

	Kulasekaram Green Dwarf
	KGD
	Kanyakumari, Tamil Nadu (India)
	TNAU Coconut Nursery
	0.984
	0.009
	0.005
	0.003
	P1

	Kulasekaram Yellow Dwarf
	KYD
	Kanyakumari, Tamil Nadu (India)
	TNAU Coconut Nursery
	0.988
	0.005
	0.003
	0.004
	P1

	Laccadive Micro Tall
	LMT
	Lakshadweep Islands (India)
	CRS, Aliyarnagar
	0.031
	0.160
	0.009
	0.800
	P4

	Laccadive Ordinary Tall
	LCT
	Lakshadweep Islands (India)
	CRS, Aliyarnagar
	0.388
	0.036
	0.004
	0.615
	Admixture

	Malayan Green Dwarf
	MGD
	Malaysia
	CRS, Aliyarnagar
	0.852
	0.133
	0.004
	0.010
	P1

	Malayan Orange Dwarf
	MOD
	Malaysia
	CRS, Aliyarnagar
	0.983
	0.005
	0.008
	0.004
	P1

	Malayan Yellow Dwarf
	MYD
	Malaysia
	CRS, Aliyarnagar
	0.992
	0.003
	0.004
	0.002
	P1

	Marungapallam Tall
	MPMT
	Thanjavur, Tamil Nadu (India)
	CRS, Veppankulam
	0.016
	0.164
	0.357
	0.462
	Admixture

	Nadora Tall-1
	NDRT-1
	Goa (India)
	CRS, Aliyarnagar
	0.021
	0.654
	0.005
	0.320
	Admixture

	Nadora Tall-2
	NDRT-2
	Goa (India)
	CRS, Aliyarnagar
	0.012
	0.929
	0.006
	0.053
	P2

	New Guinea Tall
	NGAT
	Papua New Guinea
	CRS, Aliyarnagar
	0.162
	0.431
	0.405
	0.005
	Admixture

	Nicobar Tall
	NICT
	Car Nicobar
	CRS, Aliyarnagar
	0.020
	0.006
	0.212
	0.762
	P4

	Nigerian Tall
	NIT
	Africa
	CRS, Veppankulam
	0.331
	0.009
	0.355
	0.305
	Admixture

	Philippines Lono Tall-1
	PLT-1
	The Philippines
	CRS, Aliyarnagar
	0.095
	0.702
	0.134
	0.068
	Admixture

	Philippines Lono Tall-2
	PLT-2
	The Philippines
	CRS, Veppankulam
	0.018
	0.004
	0.972
	0.006
	P3

	Philippines Ordinary Tall (Brown)-1
	PHOT-1
	The Philippines
	CRS, Aliyarnagar
	0.004
	0.007
	0.004
	0.985
	Admixture

	Philippines Ordinary Tall -2
	PHOT-2
	The Philippines
	CRS, Aliyarnagar
	0.007
	0.003
	0.987
	0.002
	P3

	Philippines Ordinary Tall (Green)-3
	PHOT-3
	The Philippines
	CRS, Aliyarnagar
	0.004
	0.010
	0.003
	0.983
	P4

	Philippines Ordinary Tall -4
	PHOT-4
	The Philippines
	CRS, Veppankulam
	0.004
	0.953
	0.008
	0.035
	P2

	Pollachi Tall -1
	POLT-F-1
	Coimbatore, Tamil Nadu (India)
	Farmers field
	0.003
	0.004
	0.003
	0.990
	P4

	Pollachi Tall-2
	POLT-F-2
	Coimbatore, Tamil Nadu (India)
	Farmers field
	0.003
	0.693
	0.031
	0.273
	Admixture

	Rajapalayam Tall
	RJPT
	Virudhunagar, Tamil Nadu (India)
	CRS, Aliyarnagar
	0.004
	0.378
	0.003
	0.615
	Admixture

	San Blas Tall
	PNT
	Panama, America
	CRS, Aliyarnagar
	0.023
	0.958
	0.004
	0.016
	P2

	San Ramon Tall-1
	SNRT-1
	The Philippines
	CRS, Aliyarnagar
	0.724
	0.026
	0.225
	0.025
	Admixture

	San Ramon Tall-2
	SNRT-2
	The Philippines
	TNAU Coconut Nursery
	0.040
	0.018
	0.045
	0.897
	P4

	Seychelles Tall
	SCT
	Seychelles, Africa
	CRS, Aliyarnagar
	0.030
	0.656
	0.003
	0.310
	Admixture

	Siam Tall
	SIT
	Thailand
	CRS, Aliyarnagar
	0.003
	0.011
	0.236
	0.751
	P4

	Spicata Tall
	SPIT
	Kerala (India)
	CRS, Aliyarnagar
	0.736
	0.133
	0.014
	0.117
	Admixture

	St. Vincent Tall
	STVT
	Trinidad and Tobago
	CRS, Aliyarnagar
	0.037
	0.702
	0.005
	0.256
	Admixture

	Strait Settlement Green Tall
	SSGT
	Malaysia
	CRS, Aliyarnagar
	0.120
	0.133
	0.023
	0.724
	Admixture

	Thailand Tall
	TALT
	Thailand
	CRS, Aliyarnagar
	0.012
	0.843
	0.004
	0.141
	P2

	Thambikottai Tall
	THMT
	Thanjavur, Tamil Nadu (India)
	CRS, Veppankulam
	0.012
	0.052
	0.400
	0.535
	Admixture

	Thathur Tall
	THT-F
	Coimbatore, Tamil Nadu (India)
	Farmers field
	0.004
	0.005
	0.002
	0.990
	P4

	Tiptur Tall
	TPT
	Karnataka (India)
	CRS, Aliyarnagar
	0.913
	0.050
	0.022
	0.015
	P1

	Vairakudiyiruppu Tall-1
	VKT-F-1
	Kanniyakumari, Tamil Nadu (India)
	Farmers field
	0.005
	0.030
	0.008
	0.957
	P4

	Vairakudiyiruppu Tall-2
	VKT-F-2
	Kanniyakumari, Tamil Nadu (India)
	Farmers field
	0.002
	0.005
	0.002
	0.991
	P4

	Vellankanni Tall
	VELT
	Nagapattinam, Tamil Nadu (India)
	CRS, Veppankulam
	0.003
	0.083
	0.009
	0.905
	P4

	Veppankulam Tall
	VPMT
	Thanjavur, Tamil Nadu (India)
	CRS, Veppankulam
	0.003
	0.005
	0.004
	0.988
	P4

	West African Tall
	GOT
	West Africa
	CRS, Veppankulam
	0.003
	0.010
	0.276
	0.711
	Admixture

	West Coast Tall
	WCT
	Tamil Nadu (India)
	CRS, Aliyarnagar
	0.032
	0.290
	0.010
	0.667
	Admixture

	Zanzibar Tall
	ZAT
	East Africa
	CRS, Aliyarnagar
	0.174
	0.801
	0.005
	0.021
	P2


CRS-Coconut Research Station; TNAU-Tamil Nadu Agricultural University; F-Farmers field; Q1, Q2, Q3 and Q4-membership coefficients, threshold value of ≥0.75 was used to assign genotypes to respective populations, P1, P2, P3 and P4

Table S2. Details of 48 SSR loci used for genotyping 79 coconut genotypes in the study
	SSR locus
	LG
	cM
	Forward sequence (5' to 3')
	Reverse sequence (5' to 3')
	Allele size in bp (approx.)

	CnCir 202
	1
	3.1
	TTTAGAGGAAGAAGGATGAG
	GTGGTTGCTTGGTATTGT
	123, 125, 127, 129, 130, 132

	CnCir E4
	1
	22.8
	GCATGGTATTCGGATTTG
	ATGGTTCAGATTTGGACAGT
	180, 200, 220

	CnCir 226
	1
	43.4
	CTGAAGATATGTGTTTATGC
	TGTTCCAGATTGAGGTT
	310, 315, 320

	CnCir 119
	1
	65.2
	AGAACCCTTGCTGGAC
	TCCAGCCATTCCATC
	190, 195, 200, 205, 220 

	CnCir 73
	1
	112.4
	TAGAAGGAAAGGGAGATG
	GGTCCATCACTAAGGATAGATCA
	190, 220, 230, 235, 240

	CnCir 206
	2
	29.8
	AAAGAGAACGCAACCA
	CAAGTTCCAAAGAACCA
	90, 100, 105, 115

	CnCir 147
	2
	38.9
	TTTCTCACCAACAAATAAAC
	CTTGTGTGTTAGGGTCATC
	210, 220

	CnCir 215
	2
	40.7
	TACCACCTAAAGAGGAATG
	AGTATCTGGGTTTGGCT
	125, 127, 130, 140

	CnCir 51
	2
	54.9
	TCTCGTGGATCTCGTC
	GCTCTTCCAGTTACGTTT
	160, 180, 185

	CnCir 151
	2
	107.0
	ACCATGATGTGCCTGT
	GTTCACAGTAGGTGGCTT
	130, 135, 140, 145

	CnCir 1
	3
	23.9
	TTGGTCTATTGCATGTTC
	TGGCATTGAGAGGGT
	120, 130, 145

	CnCirB12
	3
	139.2
	GCTCTTCAGTCTTTCTCAA
	CTGTATGCCAATTTTTCTA
	160, 165, 170

	CnCir C9
	4
	6.3
	CAGAAAGGAGAAAGGAAAT
	CTACGATAGAGGAATGAGC
	200, 220, 230

	CnCir 48
	4
	52.0
	GTGAGGCTGCAAAGAAC
	TCGTCAAACCTGCAAA
	220, 230, 240, 250

	CnCir E1
	4
	58.7
	CTTGTTATGTCGTTTGTTG
	CTGAGACCCTGTTGATGT
	230, 240

	CnCir C5
	4
	64.9
	ACCAACAAAGCCAGAGC
	GCAGCCACTACCTAAAAAG
	90, 100, 105, 110, 120, 125, 130

	CnCir D1
	4
	100.9
	GGGAGGGGAGCGAGACTATG
	AATTCAGGCCAACACCAGACC
	200, 210

	CnCir 167
	5
	26.4
	GGTGGGTAAGTGAACATC
	GTGATACAACGAACCCTC
	150, 160, 170

	CnCir 24
	7
	75.5
	ATTCCGTTGTCTCTCC
	AACGTCGCAACTGTAA
	200, 210, 220

	CnCir 146
	8
	0
	CCTCCTCTAACTCTTCTCC
	GTGATGACTTGGAACATAAA
	190, 200, 205

	CnCir 56
	8
	20.5
	AACCAGAACTTAAATGTCG
	TTTGAACTCTTCTCTTGGG
	210, 215, 217, 220, 230, 235

	CnCir D8
	8
	67.8
	GCTCTTGATGTGGCTGCT
	AGGCGTGTTGAGATTGTGA
	230, 240, 250

	CnCir 121
	8
	95.6
	GGACACTGGGTTCTGTT
	CTCTGTAATCTGCGGG
	160, 170, 190

	CnCir 89
	9
	21.6
	GAGTTGGAGAAGAAGAGG
	ACGACAATAGATGGAACA
	215, 220, 230

	CnCir 192
	9
	38.9
	TTAGTTAGTGCTGTGGATTG
	TTGCTATGAGTCCCTTGT
	245, 250, 255, 260, 265, 270

	CnCir 86
	9
	59.2
	CCACTTGAGACTTGAAAC
	ACTCACGCAAATATACTCA
	160, 162, 165, 170, 180, 190

	CnCir B11
	10
	0
	TCTGCATCCCTTCTTTATTA
	TTGTCTTTCTTTATTCTATTGG
	220, 223, 225, 226, 227

	CnCir 2
	10
	43.4
	AGTCCTAAAAGTGTTGGC
	GTAATCCTATGGCTGCTT
	220, 230, 235, 240, 245, 260

	CnCir J10
	10
	76.9
	GAGGGTATGGTGCTGCTTG
	ATCCTTCATGTGGCTCGTC
	165, 170, 180, 190

	CnCir 109
	10
	85.4
	CCTACCAACACCTTCCA
	ATCATCTCAGTCCTTCTCA
	155, 156, 160, 165, 170, 200

	CnCir 123
	11
	63.4
	AAAGTGAAGTGGATAATGTG
	AGAGAGGATCTTAGGGTTGT
	145,150, 155, 160, 163, 165

	CnCir 241
	11
	115.5
	CCACTCCAACAACACC
	AATCACCAAACACATCTTC
	230, 235, 300

	CnCir E11
	11
	124.7
	CAGAAACAGCCAATCAAGCAATA
	ATCCATAATAGCCACTCAACAAAAA
	170, 180, 190, 200

	CnCir B4
	11
	126.2
	TTTCATTCCAAGAGCCTAC
	TTTCAAGCATCATTTCAACT
	140, 150, 160, 170

	CnCir K1
	12
	49.8
	TTACCAGGCCACAAAGAA
	AGAGTGAACAAAGAGGAAGATT
	230, 240, 250, 260

	CnCir A4
	12
	83.8
	GTTGGTTACTGGAAATCTT
	CATGACATACGGACTAGC
	205, 210, 220, 225, 230, 235, 237

	CnCir 179
	13
	0
	GACACAAACAAGCCAAA
	TGTCGGTCTTCTCATCCA
	255, 260, 265, 280

	CnCir 47
	13
	18.2
	ATAGCCTCTCTCTGATGGT
	TGAATCGTGGTGTGCT
	110, 120, 125, 130, 140

	CnCir E7
	13
	54.1
	AACTACAACAAGAAACACG
	AGAGAAGGGAAAAGGATA
	200, 220, 225

	CnCir 87
	13
	64.4
	ATAACATCCTCCAACCTG
	GACTGAATCCAACCCTT
	145, 147, 148, 150, 155, 160, 165

	CnCir K8
	13
	100.1
	CCAGACATGAAACAAACAA
	CATGGCACATAGGAAGAAC
	170, 180, 182, 190

	CnCir G4
	13
	113.2
	AGTATAGTCACGCCAGAAAA
	AAACCCATAACCAGCAAG
	175, 180

	CnCir 93
	13
	132.3
	GGACCACAAAGCAAC
	GAATCATCACAGCATCTA
	200, 210, 220, 230

	CnCir A9
	14
	0
	AATGTTTGTGTCTTTGTGCGTGTGT
	TCCTTATTTTTCTTCCCCTTCCTCA
	135, 140, 143, 145, 150, 160

	CnCir I4
	15
	68.3
	TCCTAGTGCTTATGCTTGAC
	TTGATGGTTTGATGTTGAA
	180, 190

	CnCir 126
	15
	73.2
	TAATGACCTCTGCCG
	CCTGATTGGGTGTCTAT
	190, 200

	CnCir C11
	15
	117.2
	TGTTATTTTGTTATTTCAGG
	TCACCATCTTCTCAGTTTC
	240, 241, 242, 245, 255, 260

	CnCir 74
	16
	34.7
	GAGATCCTCACCTCCAC
	CGGCAACAAAGAGAAC
	170, 175


LG-Linkage map; cM-Genetic map distance in centiMorgan, the map information is available at http://www.cogentnetwork.org/tropgene-database; Allele size information are based on the current study 

