Table S3. Validation of the five randomly selected SNPs and genotyping by PCR-based Sanger sequencing between DXWR and cultivated rice Nipponbare
	Chromosome
	Chr. 1
	Chr. 5
	Chr. 5
	Chr. 8
	Chr. 9

	Position of SNP
	8887013
	23736140
	19727118
	5357619
	16412862

	Genotypes of DXWR from high-throughput sequencing
	T
	G
	T
	A
	T

	Genotypes of DXWR from PCR-based Sanger sequencing
	T
	G
	T
	A
	T

	Nipponbare
	C
	A
	C
	G
	C


