Table S1. Collection of genotypes from different locations
	Name of genotypes
	Number of genotypes collected
	Region

	P1, P2, P3, P4, P6, P7, P14, P15, P22, P27, P28, P29, P33
	13
	Poonch, Jammu


	BR1, BR2, BR3, BR4, BR7, BR8, BR9, BR10, BR11, BR15, BR16, BR18, BR22, BR26, BR28, BR31, BR36, BR39, BR55
	19
	Bhaderwah, Jammu

	S1, S2, S3, S4, S5
	5
	Shopian, Kashmir


	PL1, PL2, PL3, PL4
	4
	Pulwama, Kashmir


	KB1, KB3, KB4, KB5, KB6, KB7, KB9, KB11, KB12, Jawala
	10
	Kupwara and Baramula, Kashmir


	Amber, PDR- 14, HUR- 137, HUR- 15, Arun, Utkarsh

	6
	IIPR, KANPUR


	EC- 398591, EC- 500305, EC- 398527, EC- 398587, EC- 894826, EC- 400433, EC- 398565, EC- 530898, EC- 405220, EC- 13097, EC- 400397, EC-500374, EC- 500505, EC- 500507, EC- 121013, EC- 500308, EC- 755305, EC- 531076, EC- 500250, EC- 398586, IC- 202274, IC- 043562, IC- 262769, IC-328372, IC-258365, IC-341765, IC- 274530, IC- 047839, IC- 328659, IC- 260312, IC- 260299, IC- 265932, IC- 199277, IC- 260343, IC- 361884, IC-202271, IC-260336, IC-258278, IC-243198, IC-262837, IC-258276

	41
	NBPGR, Shimla


	VL 63, VL 125 

	2
	Almora



Where, BR= Bhaderwah; EC= Exotic collection; IC=Indigenous collection; VL=VPKAS, Almora; KB= Kupwara & Baramula; PL= Pulwama; S= Shopian; P= Poonch. 
Table S2. List of polymorphic genic SSR primers used in the study with their linkage group
	Primer
	Primer sequence

5’-3’
	Linkage Group
	References

	BMd1
	[F]CAAATCGCAACACCTCACAA [R]GTCGGAGCCATCATCTGTTT
	3
	Blair et al. (2003)

	BMd8
	[F]TTCATCCTCTCTCCCGAACTT                                

[R]CTTTTGTGGCTGAGACATGGT
	4
	Blair et al. (2006)

	BMd9
	[F]TATGACACCACTGGCCATACA                              [R]CACTGCGACATGAGAGAAAGA
	4
	Blair et al. (2003)

	BMd12
	[F]CATCAACAAGGACAGCCTCA                                [R]GCAGCTGGCGGGTAAAACAG
	6
	Blair et al. (2003)

	BMd20
	[F]GTTGCCACCGGTGATAATCT                                  [R]GTGAGGCAAGAAGCCTTCAA
	5
	Blair et al. (2003)

	BMd37
	[F]GGCACGAGCAACAATCCTT                                    [R]CCATCATAGAGGGCAACCAC
	6
	Blair et al. (2003)

	BMd38
	[F]GCGTTTCCATGAATCAATCC                                  [R]AAATTCCGAACCCGTGAACT
	6
	Blair et al. (2003)

	BMd39
	[F]CACCGAGGAGTTTCTGTGAA                                 [R]TTAAGTCCTTGCAGCCCTTC
	6
	Blair et al. (2003)

	BMd50
	[F]TGGTGAGAGAAGGACAATAGCA                           

[R]GCCGCTTGTGACGTTTATTT
	5
	Blair et al. (2003)

	BM98
	[F]GCATCACAAAGGACTGAGAGC                            

[R]CCCAAGCAAAGAGTCGATTT
	3
	Blair et al. (2006)

	BM114
	[F]AGCCTGGTGAAATGCTCATAG                              [R]CATGCTTGTTGCCTAACTCTCT
	9
	Blair et al. (2006)

	BM142
	[F]TTCCGCTGATTGGATATTAGAG                            

[R]AGCCCGTTCCTTCGTTTAG
	2
	Blair et al. (2006)

	BM161
	[F]TGCAAAGGGTTGAAAGTTGAGAG                        

[R]TTCCAATGCACCAGACATTCC
	4
	Blair et al. (2006)

	BM170
	[F]AGCCAGGTGCAAGACCTTAG                                 [R]AGATAGGGAGCTGGTGGTAGC
	6
	Blair et al. (2006)

	BM172
	[F]CTGTAGCTCAAACAGGGCACT                             

[R]GCAATACCGCCATGAGAGAT
	3
	Blair et al. (2006)

	BM184
	[F]AGTGCTCTATCAAGATGTGTG                               

[R]ACATAATCAATGGGTCACTG
	11
	Blair et al. (2006)

	BM210
	[F]ACCACTGCAATCCTCATCTTTG                             

[R]CCCTCATCCTCCATTCTTATCG
	7
	Blair et al. (2006)

	PVag004
	[F]TTGATGACGTGGATGCATTGC

[R]AAAGGGCTAGGGAGAGTAAGTTGG
	4
	Blair et al. (2006)

	PVttc002
	[F]ATATCTTACAGCCATTACATTC                             

[R]CTCATCACCCAGTCACCT
	
	Leite et al. (2011)

	PvM097
	[F]CAAGAGTGAAGGGGCAGTTT

[R]CGGCCAACCACTACTTTTAG
	1
	Hanai et al. (2010)

	X59469
	[F]AAACACACAAAAAGTTGGACGCAC

[R]TTCGTGAGGTAGGAGTTTGGTGG
	2
	Yu et al. (2000)

	X74919
	[F]CCGTTGCCTGTATTTCCCCAT

[R]CGTGTGAAGTCATCTGGAGTGGTC
	5
	Yu et al. (2000)

	U77935
	[F]CGTTAGATCCCGCCCAATAGT

[R]CCGTCCAGGAAGAGCGAGC
	2
	Yu et al. (2000)

	J04555
	[F]GAGGGTGTTTCACTATTGTCACTGC

[R]TTCATGGATGGTGGAGGAACAG
	4
	Yu et al. (2000)

	X04660
	[F]TTGATGACGTGGATGCATTGC

[R]AAAGGGCTAGGGAGAGTAAGTTGG
	4
	Yu et al. (2000)

	M75856
	[F]GGGAGGGTAGGGAAGCAGTG

[R]GCGAACCACGTTCATGAATGA
	11
	Yu et al. (2000)

	X96999
	[F]AGTCGCCATAGTTGAAATTTAGGTG

[R]CTTATTAAAACGTGAGCATATGTATCATTC
	3
	Yu et al. (2000)

	BMc234
	[F]CAACACCATAACCAAAACGACA
[R] ACGGAGGAAGGAGATGGAGT
	10
	Blair et al. (2009)

	BMd25
	[F] GCAGATCGCCTACTCACAAA

[R] CGTTGACGAGAAGCATCAAG
	8
	Blair et al. (2003)

	X60000
	[F]ACCTAGAGCCTAATCCTTCTGCGT

[R]GAATGTGAATATCAGAAAGCAAATGG
	4
	Yu et al. (2000)

	BMc121
	[F] TGCATTCACCGCTATTACGA
[R]CACTGTAGCCACCATGAGCA
	8
	Blair et al. (2009)

	BMc292
	[F]CCTTATTATACTTGTGGTCTCTCTCTC

[R]CGAGGATGAACAGAGCATGA
	9
	Blair et al. (2009)


Table S3. Pearson correlation coefficients of nine agronomical traits on 100 common bean genotypes

	Traits
	 Days to bud initiation


	Days to 50% flowering


	Pod length


	Pod width


	Days to fruiting


	Total number of pods per plant
	Total number of seeds per plant
	100 seed weight


	Seed yield per plant

	 Days to bud initiation
	
	
	
	
	
	
	
	
	

	Days to 50% flowering
	0.996**
	
	
	
	
	
	
	
	

	Pod length
	0.359**
	0.355**
	
	
	
	
	
	
	

	Pod width
	0.395**
	0.404**
	0.243*
	
	
	
	
	
	

	Days to fruiting
	0.987**
	0.994**
	0.362**
	0.412**
	
	
	
	
	

	Total number of pods per plant
	0.113
	0.128
	0.163
	0.090
	0.135
	
	
	
	

	Total number of seeds per plant
	0.200*
	0.213*
	0.306**
	0.253*
	0.216*
	0.889**
	
	
	

	100 seed weight
	-0.024
	-0.031
	-0.091
	-0.030
	-0.041
	-0.092
	-0.077
	
	

	Seed yield per plant
	0.147
	0.153
	0.231*
	0.155
	0.149
	0.679**
	0.768**
	0.555**
	


** Correlation is significant at the 0.01 level         *Correlation is significant at the 0.05 level

Table S4. Categorization of genotypes to subpopulations on the basis of membership probability

	Genotypes


	K1


	K2


	K3


	Assignment to subpopulations
	Clusters



	 P4  
	0.913
	0.004
	0.083
	1
	II

	 BR1  
	0.991
	0.002
	0.007
	1
	II

	P29
	0.993
	0.002
	0.005
	1
	II

	EC-500305
	0.995
	0.003
	0.002
	1
	II

	BR16
	0.97
	0.002
	0.028
	1
	II

	P28
	0.903
	0.012
	0.085
	1
	II

	S5
	0.965
	0.031
	0.004
	1
	II

	IC-202274
	0.992
	0.005
	0.003
	1
	II

	S1
	0.992
	0.004
	0.004
	1
	II

	EC-500250
	0.951
	0.045
	0.005
	1
	II

	IC-361884
	0.994
	0.005
	0.002
	1
	II

	P1
	0.993
	0.002
	0.005
	1
	II

	BR9
	0.996
	0.002
	0.002
	1
	II

	IC-260299
	0.606
	0.391
	0.003
	ADM IXTURE
	II

	Arun
	0.412
	0.489
	0.099
	ADMIXTURE
	II

	Jawala
	0.39
	0.591
	0.018
	ADMIXTURE
	II

	PL3
	0.007
	0.935
	0.057
	2
	II

	P14
	0.007
	0.991
	0.003
	2
	II

	S3
	0.002
	0.996
	0.002
	2
	II

	EC-500308
	0.025
	0.961
	0.014
	2
	II

	IC-328372
	0.003
	0.889
	0.108
	2
	II

	P22
	0.002
	0.99
	0.008
	2
	II

	EC-398527
	0.002
	0.994
	0.003
	2
	II

	BR3
	0.001
	0.996
	0.002
	2
	II

	BR39
	0.002
	0.992
	0.006
	2
	II

	BR7
	0.002
	0.996
	0.003
	2
	II

	P15
	0.003
	0.996
	0.002
	2
	II

	EC-400433
	0.019
	0.98
	0.001
	2
	II

	BR31
	0.002
	0.994
	0.004
	2
	II

	P7
	0.002
	0.996
	0.002
	2
	II

	EC-398586
	0.002
	0.994
	0.004
	2
	II

	IC-265932
	0.002
	0.997
	0.002
	2
	II

	BR10
	0.001
	0.997
	0.001
	2
	II

	KB9
	0.001
	0.407
	0.592
	ADMIXTURE
	I

	BR4
	0.003
	0.995
	0.002
	2
	II

	EC-500374
	0.002
	0.997
	0.001
	2
	II

	BR28
	0.003
	0.993
	0.004
	2
	II

	BR2
	0.003
	0.994
	0.004
	2
	II

	S4
	0.002
	0.996
	0.002
	2
	II

	IC-274530
	0.008
	0.989
	0.003
	2
	II

	IC-262769
	0.123
	0.857
	0.021
	2
	II

	S2
	0.071
	0.838
	0.091
	2
	II

	IC-202271
	0.578
	0.418
	0.004
	ADMIXTURE
	II

	P2
	0.966
	0.002
	0.032
	1
	II

	EC-398565
	0.996
	0.002
	0.002
	1
	II

	P27
	0.992
	0.002
	0.006
	1
	II

	IC-260336
	0.997
	0.001
	0.002
	1
	II

	BR15
	0.996
	0.002
	0.003
	1
	II

	EC-500505
	0.966
	0.002
	0.032
	1
	II

	KB6
	0.991
	0.002
	0.007
	1
	II

	KB4
	0.987
	0.01
	0.003
	1
	II

	EC-755305
	0.002
	0.001
	0.996
	3
	I

	KB7
	0.124
	0.003
	0.873
	3
	I

	IC-258278
	0.987
	0.002
	0.011
	1
	II

	P6
	0.996
	0.002
	0.002
	1
	II

	BR26
	0.995
	0.002
	0.003
	1
	II

	BR11
	0.996
	0.002
	0.002
	1
	II

	KB5
	0.959
	0.006
	0.036
	1
	II

	IC-243198
	0.99
	0.002
	0.008
	1
	II

	EC-121013
	0.996
	0.002
	0.003
	1
	II

	BR55
	0.977
	0.001
	0.021
	1
	II

	IC-262837
	0.996
	0.002
	0.002
	1
	II

	IC-258276
	0.996
	0.002
	0.003
	1
	II

	BR36
	0.97
	0.002
	0.029
	1
	II

	P3
	0.982
	0.002
	0.016
	 1
	II

	Utkarsh
	0.654
	0.004
	0.343
	ADMIXTURE
	II

	BR8
	0.96
	0.002
	0.038
	1
	II

	IC-043562
	0.946
	0.002
	0.052
	1
	II

	HUR- 15
	0.765
	0.15
	0.085
	ADMIXTURE
	II

	KB1
	0.979
	0.003
	0.018
	1
	II

	EC-13097
	0.448
	0.004
	0.547
	ADMIXTURE
	III

	EC-531076
	0.201
	0.004
	0.795
	ADMIXTURE
	III

	PL1
	0.444
	0.003
	0.553
	ADMIXTURE
	III

	P33
	0.308
	0.003
	0.689
	ADMIXTURE
	III

	EC-398587
	0.38
	0.003
	0.616
	ADMIXTURE
	III

	BR18
	0.053
	0.001
	0.945
	3
	III

	VL63
	0.013
	0.017
	0.97
	3
	III

	HUR- 137
	0.007
	0.007
	0.986
	3
	III

	EC-398591
	0.174
	0.004
	0.822
	3
	III

	BR22
	0.044
	0.002
	0.954
	3
	III

	PDR14
	0.019
	0.021
	0.96
	3
	III

	IC-199277
	0.006
	0.003
	0.99
	3
	III

	EC-405220
	0.012
	0.004
	0.985
	3
	III

	KB12
	0.779
	0.005
	0.216
	ADMIXTURE
	II

	EC-530898
	0.694
	0.014
	0.292
	ADMIXTURE
	II

	IC-260312
	0.007
	0.002
	0.991
	3
	I

	PL2
	0.01
	0.006
	0.984
	3
	I

	KB11
	0.004
	0.002
	0.994
	3
	I

	KB3
	0.003
	0.004
	0.993
	3
	I

	EC-500507
	0.002
	0.001
	0.996
	3
	I

	IC-328659
	0.006
	0.029
	0.965
	3
	I

	EC-400397
	0.023
	0.004
	0.973
	3
	I

	EC-894826
	0.002
	0.001
	0.997
	3
	I

	VL125
	0.007
	0.002
	0.99
	3
	I

	PL4
	0.091
	0.003
	0.907
	3
	I

	IC-258365
	0.002
	0.001
	0.997
	3
	I

	IC-260343
	0.004
	0.004
	0.992
	3
	I

	IC-047839
	0.003
	0.003
	0.994
	3
	I

	IC-341765
	0.001
	0.001
	0.998
	3
	I

	Amber
	0.019
	0.002
	0.979
	3
	I


Table S5. Heterozygosity and Fst value calculated for 3 common bean sub-populations
	Sub-population (K)
	Expected heterozygosity
	Fst value

	1
	0.7223
	0.1586

	2
	0.6971
	0.1908

	3
	0.7247
	0.1474

	Average
	0.7147
	0.1656


Table S6. Analysis of molecular variance (AMOVA)
	Source


	df


	Sum of square


	Estimated variance


	Percentage of variance



	Among population
	2
	219.492
	1.337
	10%

	Among individual
	97
	2158.543
	10.284
	77%

	Within individual
	100
	168.500
	1.685
	13%

	Total
	199
	2546.535
	13.306
	100%


