	Probe set ID
	Fold change Liver to muscle
	P value
	Genbank
	Gene name
	Description

	221245_s_at
	82,01
	0,0385
	NM_030804
	FZD5
	frizzled homolg 5

	226649_at
	47,51
	0,0351
	AI373299
	PANK1
	pantothenate kinase 1

	207958_at
	44,25
	0,0415
	NM_006798
	UGT2A1
	UDP glycosyltransferase 2 family, polypeptide A1

	213562_s_at
	41,05
	0,00742
	BF979497
	SQLE
	squalene epoxidase

	234287_at
	39,89
	0,0439
	AJ001863
	HLCS
	Homo Sapiens mRNA trapped exon b910 from cosmid ICRFc102B0534, DCR1-8.0

	201120_s_at
	37,56
	0,0253
	AL547946
	PGRMC1
	progesterone receptor membrane component 1

	1555441_at
	34,64
	0,0177
	BC031637
	UBA6
	Ubiquitin-like 6

	209978_s_at
	29,26
	0,0418
	M74220
	PLG
	plasminogen

	223798_at
	27,46
	0,00554
	AL136828
	SLC41A2
	solute carrier family 41, member 2

	227395_at
	27,03
	0,0119
	BE672045
	MGC10233
	hypothetical protein MGC10233

	219954_s_at
	26,07
	0,0321
	NM_020973
	GBA3
	glucosidase, beta, acid 3 (cytosolic)

	237292_at
	23,49
	0,0391
	BE669707
	DPYSL3
	dihydropyrimidinase-like 3

	231225_at
	22,83
	0,0232
	AI568622
	ZNF611
	Transcribed sequences

	231783_at
	21,3
	0,0231
	AI500293
	CHRM1
	cholinergic receptor, muscarinic 1

	231370_at
	20,59
	0,00966
	AI701170
	PPM1A
	protein phosphatase 1A (formerly 2C), magnesium-dependent, alpha isoform

	207858_s_at
	20,4
	0,00436
	NM_000298
	PKLR
	pyruvate kinase, liver and RBC

	205805_s_at
	20,35
	0,0465
	NM_005012
	ROR1
	receptor tyrosine kinase-like orphan receptor 1

	204342_at
	20,31
	0,000315
	NM_013386
	SLC25A24
	calcium-binding transporter

	216568_x_at
	19,81
	0,00395
	Z83821
	KRT8
	Human DNA sequence from clone RP1-296K21 on chromosome Xq13, complete sequence.

	220431_at
	19,67
	0,0271
	NM_014058
	DESC1
	DESC1 protein

	236359_at
	19,28
	0,0208
	AW026241
	SCN4B
	sodium channel, voltage-gated, type IV, beta

	209366_x_at
	19,18
	0,000673
	M22865
	CYB5
	cytochrome b-5

	213226_at
	18,5
	0,000396
	AI346350
	PMSCL1
	polymyositis/scleroderma autoantigen 1, 75kDa

	238811_at
	17,47
	0,0173
	AA639797
	ATP11B
	ATPase, Class VI, type 11B

	225968_at
	17,41
	0,0072
	BG285881
	PRICKLE2
	prickle-like 2 (Drosophila)

	224013_s_at
	17,11
	0,0425
	BC004299
	SOX7
	SRY (sex determining region Y)-box 7

	235692_at
	16,56
	0,0105
	AW024527
	SH3KBP1
	SH3-domain kinase binding protein 1

	201479_at
	16,18
	0,000145
	NM_001363
	DKC1
	dyskeratosis congenita 1, dyskerin

	223340_at
	16,09
	0,00062
	AF131801
	SPG3A
	spastic paraplegia 3A (autosomal dominant)

	224522_s_at
	15,91
	0,00746
	BC006472
	FLJ22955
	hypothetical protein FLJ22955

	212224_at
	15
	0,000716
	NM_000689
	ALDH1A1
	aldehyde dehydrogenase 1 family, member A1

	209014_at
	14,99
	0,0471
	AF217963
	MAGED1
	melanoma antigen, family D, 1

	201617_x_at
	14,81
	0,000179
	NM_004342
	CALD1
	caldesmon 1

	204705_x_at
	14,75
	0,0303
	NM_000035
	ALDOB
	aldolase B, fructose-bisphosphate

	1561487_at
	14,65
	0,000669
	BC034566
	
	Clone IMAGE:4821877, mRNA, partial cds

	213187_x_at
	14,27
	0,0194
	BG538564
	FTL
	602567289F1 NIH_MGC_77 Homo sapiens cDNA clone IMAGE:4691639 5', mRNA sequence.

	1556460_a_at
	13,92
	0,0389
	AK093071
	ARHGAP22
	CDNA FLJ35752 fis, clone TESTI2004574

	224511_s_at
	13,75
	0,0481
	BC006405
	TXNL5
	thioredoxin-like 5

	223579_s_at
	13,02
	0,00394
	AF119905
	MALAT-1
	PRO1073 protein

	201944_at
	12,66
	0,00181
	NM_000521
	HEXB
	hexosaminidase B (beta polypeptide)

	216923_at
	12,52
	0,014
	AL049684
	RS1
	retinoschisis (X-linked, juvenile) 1

	1560996_at
	12,49
	0,0132
	AF086457
	
	Full length insert cDNA clone ZD83H10

	223013_at
	12,42
	0,0394
	AF267864
	IRA1
	likely ortholog of mouse IRA1 protein

	205503_at
	12,36
	0,0213
	NM_005401
	PTPN14
	protein tyrosine phosphatase, non-receptor type 14

	203667_at
	12,32
	0,0203
	NM_004607
	TBCA
	tubulin-specific chaperone a

	209660_at
	12,07
	0,0318
	AF162690
	TTR
	transthyretin (prealbumin, amyloidosis type I)

	204415_at
	12,02
	0,0327
	NM_022873
	G1P3
	interferon, alpha-inducible protein (clone IFI-6-16)

	208612_at
	11,98
	0,0127
	D83485
	GRP58
	glucose regulated protein, 58kDa

	228281_at
	11,91
	0,0219
	BF343258
	FLJ25416
	hypothetical protein FLJ25416

	202391_at
	11,89
	0,0144
	NM_006317
	BASP1
	brain abundant, membrane attached signal protein 1

	1559134_a_at
	11,74
	0,000129
	BU176936
	
	Full length insert cDNA clone YW29F03

	1553544_at
	11,65
	0,00686
	NM_054021
	GPR101
	G protein-coupled receptor 101

	208921_s_at
	11,62
	0,000186
	L12387
	SRI
	sorcin

	215933_s_at
	11,61
	0,0162
	Z21533
	HHEX
	hematopoietically expressed homeobox

	202546_at
	11,52
	0,0333
	NM_003761
	VAMP8
	vesicle-associated membrane protein 5 (myobrevin)

	219515_at
	11,52
	0,00218
	NM_020228
	PRDM10
	PR domain containing 10

	205380_at
	11,46
	0,00873
	NM_002614
	PDZK1
	PDZ domain containing 1

	220428_at
	11,31
	0,000216
	NM_015717
	CD207
	CD207 antigen, langerin

	205749_at
	11,27
	0,0227
	NM_000499
	CYP1A1
	cytochrome P450, family 1, subfamily A, polypeptide 1

	1552569_a_at
	11,25
	0,00185
	NM_031440
	TMEM7
	transmembrane protein 7

	242621_at
	11,21
	0,0251
	W31002
	ZNF498
	zinc finger protein 498

	208927_at
	11,1
	2,72E-05
	BF673888
	SPOP
	602137554F1 NIH_MGC_83 Homo sapiens cDNA clone IMAGE:4274077 5', mRNA sequence.

	202847_at
	11,03
	0,024
	NM_004563
	PCK2
	phosphoenolpyruvate carboxykinase 2 (mitochondrial)

	229231_at
	10,95
	0,00104
	H04996
	LOC114659
	KIAA0563-related gene

	213404_s_at
	10,81
	0,0042
	BF033683
	RHEB
	601453992F1 NIH_MGC_66 Homo sapiens cDNA clone IMAGE:3857711 5', mRNA sequence.

	1559025_at
	10,79
	0,0223
	AL833770
	MSF
	MLL septin-like fusion

	1553799_at
	10,74
	0,00366
	NM_152647
	FLJ32800
	hypothetical protein FLJ32800

	213988_s_at
	10,68
	0,0175
	BE971383
	SAT
	spermidine/spermine N1-acetyltransferase

	1561850_at
	10,66
	0,00113
	BC007589
	MGC15613
	Homo sapiens, clone IMAGE:3342869, mRNA.

	1552555_at
	10,5
	0,0156
	NM_173502
	FLJ90661
	hypothetical protein FLJ90661

	212898_at
	10,39
	6,79E-05
	AB007866
	HPCL2
	KIAA0406 gene product

	223211_at
	10,39
	0,0142
	BC001627
	KIAA0406
	2-hydroxyphytanoyl-CoA lyase

	234680_at
	10,38
	0,00393
	AJ406952
	KRTAP17-1
	keratin associated protein 17-1

	200947_s_at
	10,35
	0,0284
	NM_005271
	GLUD1
	glutamate dehydrogenase 1

	1557003_at
	10,25
	0,00155
	BC032871
	FLJ25439
	hypothetical protein FLJ25439

	205755_at
	10,25
	0,0259
	NM_002217
	ITIH3
	pre-alpha (globulin) inhibitor, H3 polypeptide

	223318_s_at
	10,13
	0,00411
	BC004393
	SPATA11
	spermatogenesis associated 11

	209590_at
	10,12
	0,0163
	AL157414
	BMP7
	

	211348_s_at
	10,11
	0,0209
	AF064105
	CDC14B
	CDC14 cell division cycle 14 homolog B (S. cerevisiae)

	208499_s_at
	10,09
	0,000454
	NM_006260
	DNAJC3
	DnaJ (Hsp40) homolog, subfamily C, member 3

	228660_x_at
	10,05
	0,0326
	AA523537
	SEMA4F
	sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4F

	235090_at
	9,92
	0,00374
	BF969973
	DKFZp547K1113
	hypothetical protein DKFZp547K1113

	229185_at
	9,847
	0,022
	BF940198
	LIFR
	Clone IMAGE:4836973, mRNA

	216274_s_at
	9,778
	0,000915
	N99438
	SPC18
	signal peptidase complex (18kD)

	226238_at
	9,766
	0,00336
	AI934339
	MCEE
	methylmalonyl CoA epimerase

	203440_at
	9,621
	0,00203
	M34064
	CDH2
	cadherin 2, type 1, N-cadherin (neuronal)

	1562455_at
	9,604
	0,0198
	BC041477
	
	Clone IMAGE:5246177, mRNA

	223165_s_at
	9,587
	0,00437
	BC004469
	IHPK2
	inositol hexaphosphate kinase 2

	243715_at
	9,585
	0,00106
	AW975013
	PPAP2A
	CDNA FLJ42410 fis, clone BLADE2000938

	231736_x_at
	9,577
	0,0196
	NM_020300
	MGST1
	microsomal glutathione S-transferase 1

	204848_x_at
	9,513
	0,00524
	NM_000559
	HBG1
	hemoglobin, gamma A

	204032_at
	9,498
	0,0387
	NM_003567
	BCAR3
	breast cancer anti-estrogen resistance 3

	1562960_at
	9,438
	0,00583
	AJ251642
	LOC338653
	Partial mRNA for KCNQ1OT2 protein

	234371_at
	9,435
	0,0102
	Z84476
	OR2AD1P
	

	219892_at
	9,376
	0,0156
	NM_023003
	TM6SF1
	transmembrane 6 superfamily member 1

	231206_at
	9,29
	0,0175
	AI341230
	UNC13B
	Transcribed sequences

	231037_at
	9,289
	0,0017
	AA004300
	
	CDNA FLJ26031 fis, clone PNC08078

	225230_at
	9,22
	0,000444
	AI735261
	MGC54289
	hypothetical protein MGC54289

	213850_s_at
	9,217
	0,00151
	AI984932
	SFRS2IP
	splicing factor, arginine/serine-rich 2, interacting protein

	202282_at
	8,978
	0,0215
	NM_004493
	HADH2
	hydroxyacyl-Coenzyme A dehydrogenase, type II

	202540_s_at
	8,836
	0,00377
	NM_000859
	HMGCR
	3-hydroxy-3-methylglutaryl-Coenzyme A reductase

	211708_s_at
	8,822
	0,0109
	BC005807
	SCD
	stearoyl-CoA desaturase (delta-9-desaturase)

	231148_at
	8,778
	0,00444
	AI806131
	IGFL2
	Clone DNA64888 VPRI645 (UNQ645) mRNA, complete cds

	209424_s_at
	8,657
	0,00702
	AI796120
	AMACR
	alpha-methylacyl-CoA racemase

	228781_at
	8,594
	0,00274
	BE463838
	
	CDNA FLJ33158 fis, clone UTERU2000418

	1561927_at
	8,545
	0,0139
	AK027233
	C3orf16
	LOC389161 (LOC389161), mRNA

	205363_at
	8,527
	0,0437
	NM_003986
	BBOX1
	butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma-butyrobetaine hydroxylase) 1

	210733_at
	8,517
	0,0249
	AF130055
	TRAM1
	translocation associated membrane protein 1

	200903_s_at
	8,516
	0,00119
	NM_000687
	AHCY
	S-adenosylhomocysteine hydrolase

	209389_x_at
	8,45
	0,00437
	M15887
	DBI
	diazepam binding inhibitor (GABA receptor modulator, acyl-Coenzyme A binding protein)

	231871_at
	8,416
	0,022
	AU160685
	ITR
	intimal thickness-related receptor

	223723_at
	8,248
	0,00116
	BC001875
	MFI2
	antigen p97 (melanoma associated) identified by monoclonal antibodies 133.2 and 96.5

	209796_s_at
	8,196
	0,00776
	BC001027
	TMEM4
	transmembrane protein 4

	204831_at
	8,051
	0,00307
	R59697
	CDK8
	yh11b03.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:42880 3', mRNA sequence.

	208318_s_at
	7,984
	0,00418
	NM_005108
	XYLB
	xylulokinase homolog (H. influenzae)

	1569091_at
	7,976
	0,0398
	BC039458
	ZMYM2
	Clone IMAGE:4796452, mRNA

	1553658_at
	7,958
	0,0197
	NM_152508
	FLJ32575
	

	216243_s_at
	7,939
	0,0303
	BE563442
	IL1RN
	interleukin 1 receptor antagonist

	211162_x_at
	7,903
	0,00514
	AF116616
	SCD
	predicted protein of HQ0998; Homo sapiens PRO0998 mRNA, complete cds.

	216067_at
	7,889
	0,00644
	AU145203
	
	AU145203 HEMBA1 Homo sapiens cDNA clone HEMBA1004193 3', mRNA sequence.

	1556277_a_at
	7,881
	0,00833
	BG542611
	PAPD4
	Full length insert cDNA clone ZA69H09

	229967_at
	7,821
	0,0211
	AA778552
	CKLFSF2
	chemokine-like factor super family 2

	1554148_a_at
	7,794
	0,0208
	BC014416
	SLC33A1
	solute carrier family 33 (acetyl-CoA transporter), member 1

	226124_at
	7,687
	0,00044
	AA747309
	ZFP90
	zinc finger protein 90 homolog (mouse)

	213654_at
	7,62
	0,00252
	R60550
	TAF5L
	TAF5-like RNA polymerase II, p300/CBP-associated factor (PCAF)-associated factor, 65kDa

	204934_s_at
	7,593
	0,0051
	NM_002151
	HPN
	hepsin (transmembrane protease, serine 1)

	209993_at
	7,587
	0,00253
	AF016535
	ABCB1
	ATP-binding cassette, sub-family B (MDR/TAP), member 1

	244783_at
	7,565
	0,00104
	R56794
	YAF2
	yg95e09.r1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:41115 5', mRNA sequence.

	206129_s_at
	7,546
	0,000914
	NM_000046
	ARSB
	arylsulfatase B

	225006_x_at
	7,543
	0,0212
	AJ238379
	TH1L
	TH1-like (Drosophila)

	228723_at
	7,513
	0,00438
	AL360198
	NPTN
	MRNA full length insert cDNA clone EUROIMAGE 34988

	239801_at
	7,5
	0,0171
	BF439210
	RNF40
	ring finger protein 40

	211610_at
	7,43
	0,0253
	U51869
	COPEB
	

	209898_x_at
	7,416
	0,000604
	U61167
	ITSN2
	intersectin 2

	203019_x_at
	7,372
	0,00126
	NM_014021
	SSX2IP
	synovial sarcoma, X breakpoint 2 interacting protein

	31874_at
	7,339
	0,0221
	Y07846
	GAS2L1
	growth arrest-specific 2 like 1

	205305_at
	7,265
	0,0285
	NM_004467
	FGL1
	fibrinogen-like 1

	1557736_at
	7,244
	0,0188
	AI880383
	NKTR
	natural killer-tumor recognition sequence

	244266_at
	7,217
	0,000594
	AI583235
	AKR1C1
	Transcribed sequence with weak  similarity to protein pdb:1IHI (H.sapiens) A Chain A, Crystal Structure Of Human Type Iii 3-Alpha-Hydroxysteroid DehydrogenaseBILE ACID BINDING PROTEIN

	237649_at
	7,206
	0,000394
	AW085570
	COPS4
	Transcribed sequences

	1554108_at
	7,202
	0,00792
	AK096293
	ALS2CR16
	amyotrophic lateral sclerosis 2 (juvenile) chromosome region, candidate 16

	220325_at
	7,199
	0,00517
	NM_024885
	TAF7L
	TAF7-like RNA polymerase II, TATA box binding protein (TBP)-associated factor, 50kDa

	1568765_at
	7,18
	0,00153
	BC020765
	SERPINE1
	serine (or cysteine) proteinase inhibitor, clade E (nexin, plasminogen activator inhibitor type 1), member 1

	205216_s_at
	7,155
	0,0285
	NM_000042
	APOH
	apolipoprotein H (beta-2-glycoprotein I)

	213173_at
	7,152
	0,000853
	AI815033
	PCNX
	pecanex homolog (Drosophila)

	1567681_at
	7,127
	0,00233
	X94290
	RNU19
	H.sapiens small nuclear RNA.

	233528_s_at
	7,121
	0,00508
	AC004997
	TBC1D10
	

	221937_at
	7,109
	0,00404
	AI472320
	AP1GBP1
	AP1 gamma subunit binding protein 1

	231282_at
	7,075
	0,0495
	AI939373
	ZCD1
	Transcribed sequences

	212859_x_at
	7,038
	0,0144
	BF217861
	MT1E
	metallothionein 2A

	235072_s_at
	7,032
	0,0422
	BF594695
	
	Transcribed sequences

	202902_s_at
	7,028
	0,00414
	NM_004079
	CTSS
	cathepsin S

	241994_at
	7,002
	0,00301
	BG260086
	XDH
	xanthine dehydrogenase

	1567682_x_at
	6,901
	0,00646
	X94290
	RNU19
	H.sapiens small nuclear RNA.

	1552938_at
	6,898
	0,00843
	NM_033132
	ZIC5
	Zic family member 5 (odd-paired homolog, Drosophila)

	1569537_at
	6,843
	0,00192
	BC022569
	
	Clone IMAGE:4792437, mRNA

	219140_s_at
	6,836
	0,0336
	NM_006744
	RBP4
	retinol binding protein 4, plasma

	223880_x_at
	6,816
	0,00503
	BC004446
	C20orf24
	chromosome 20 open reading frame 24

	213854_at
	6,814
	0,0174
	BF511590
	SYNGR1
	synaptogyrin 1

	202346_at
	6,807
	0,00995
	NM_005339
	HIP2
	huntingtin interacting protein 2

	1555824_a_at
	6,806
	0,0288
	AK098354
	
	Nbla 3076 mRNA, complete cds.

	222590_s_at
	6,796
	0,000668
	AF180819
	NLK
	nemo like kinase

	201098_at
	6,788
	0,00447
	NM_004766
	COPB2
	coatomer protein complex, subunit beta 2 (beta prime)

	210660_at
	6,769
	0,0064
	AF025529
	LILRA1
	leukocyte immunoglobulin-like receptor, subfamily B (with TM and ITIM domains), member 1

	230188_at
	6,746
	0,0361
	AW138350
	LOC348938
	hypothetical protein LOC348938

	208865_at
	6,737
	0,00145
	BG534245
	CSNK1A1
	casein kinase 1, alpha 1

	1552977_a_at
	6,721
	0,000285
	NM_006586
	TNRC5
	trinucleotide repeat containing 5

	202555_s_at
	6,688
	0,0109
	NM_005965
	MYLK
	myosin, light polypeptide kinase

	1561202_at
	6,687
	0,00158
	BC042523
	
	Clone IMAGE:4830882, mRNA

	220064_at
	6,68
	0,0188
	NM_024753
	FLJ11457
	hypothetical protein FLJ11457

	239958_at
	6,679
	0,0218
	AA648545
	PSMD5
	proteasome (prosome, macropain) 26S subunit, non-ATPase, 5

	222589_at
	6,669
	0,01
	AI967933
	NLK
	nemo like kinase

	238489_at
	6,66
	0,00426
	BF575153
	
	602133445F1 NIH_MGC_81 Homo sapiens cDNA clone IMAGE:4288595 5', mRNA sequence.

	216639_at
	6,658
	0,00031
	AL110206
	SRPUL
	sushi-repeat protein

	243372_at
	6,618
	0,000692
	AW674195
	HSPD1
	heat shock 60kDa protein 1 (chaperonin)

	221343_at
	6,613
	0,00905
	NM_013937
	OR11A1
	olfactory receptor, family 11, subfamily A, member 1

	1554220_a_at
	6,603
	0,0318
	BC027448
	MGC34919
	hypothetical protein MGC34919

	205364_at
	6,57
	0,00684
	NM_003500
	ACOX2
	acyl-Coenzyme A oxidase 2, branched chain

	235478_at
	6,562
	0,00491
	T79927
	DCLRE1C
	yd85a08.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:114998 3', mRNA sequence.

	1569571_at
	6,556
	0,0105
	BC031219
	LIPL1
	Clone IMAGE:4823575, mRNA

	216899_s_at
	6,533
	0,0254
	AC003999
	SCAP2
	Homo sapiens, SKAP55 homologue, clone MGC:10411 IMAGE:3940826, mRNA, complete cds.; H_DJ1139P01.1 This gene was based on gi(12804080 16753211) Continues from H_NH0232C20.1; Homo sapiens PAC clone RP5-1139P1 from 7, complete sequence.

	219184_x_at
	6,53
	0,0123
	NM_013337
	TIMM22
	translocase of inner mitochondrial membrane 22 homolog (yeast)

	224823_at
	6,529
	0,0403
	AA526844
	MYLK
	MSTP083 mRNA, complete cds

	221161_at
	6,52
	0,0364
	NM_020646
	ASCL3
	achaete-scute complex (Drosophila) homolog-like 3

	205439_at
	6,493
	0,0113
	NM_000854
	GSTT2
	glutathione S-transferase theta 2

	227462_at
	6,475
	0,00482
	BE889628
	LRAP
	leukocyte-derived arginine aminopeptidase

	240983_s_at
	6,47
	0,00305
	AW292273
	CARS
	cysteinyl-tRNA synthetase

	220892_s_at
	6,463
	0,00391
	NM_021154
	PSAT1
	phosphoserine aminotransferase 1

	212453_at
	6,457
	0,0218
	AB033105
	KIAA1279
	KIAA1279

	243492_at
	6,452
	0,00107
	AW972653
	CTMP
	C-terminal modulator protein

	210691_s_at
	6,449
	0,00159
	AF275803
	DGAT2
	Siah-interacting protein

	226064_s_at
	6,449
	0,0202
	AW469523
	SIP
	diacylglycerol O-acyltransferase homolog 2 (mouse)

	33322_i_at
	6,435
	0,0058
	X57348
	SFN
	H.sapiens mRNA (clone 9112).

	214636_at
	6,314
	0,0111
	AA747379
	CALCB
	calcitonin-related polypeptide, beta

	200664_s_at
	6,273
	0,00535
	BG537255
	DNAJB1
	

	205812_s_at
	6,229
	0,00139
	NM_006588
	SULT1C2
	sulfotransferase family, cytosolic, 1C, member 2

	209682_at
	6,226
	0,00549
	U26710
	CBLB
	Cas-Br-M (murine) ecotropic retroviral transforming sequence b

	208893_s_at
	6,225
	0,00455
	BC005047
	DUSP6
	dual specificity phosphatase 6

	1559133_at
	6,218
	0,00505
	BU176936
	
	Full length insert cDNA clone YW29F03

	212364_at
	6,202
	0,00632
	BF432550
	MYO1B
	myosin IB

	213890_x_at
	6,197
	0,00784
	AI200589
	RPS16
	ribosomal protein S16

	1570107_at
	6,19
	0,0288
	BC029332
	SCP2
	sterol carrier protein 2

	200806_s_at
	6,186
	0,00347
	BE256479
	HSPD1
	Transcribed sequence with strong similarity to protein pir:A32800 (H.sapiens) A32800 chaperonin GroEL precursor - human

	1555612_s_at
	6,179
	0,00226
	BC020700
	G6PC
	glucose-6-phosphatase, catalytic subunit

	226992_at
	6,178
	0,048
	AK002203
	NOSTRIN
	Homo sapiens cDNA FLJ11341 fis, clone PLACE1010786.

	217031_at
	6,167
	0,00238
	Y19209
	KRTHB4
	formerly HB4 gene; Homo sapiens KRTHB4 gene for type II hair keratin 4, exons 1 to 10.

	239331_at
	6,157
	0,0061
	AW954199
	FLJ43663
	Transcribed sequences

	1569696_at
	6,146
	0,011
	BC031866
	LOC402779
	Similar to hypothetical protein FLJ20506, clone IMAGE:4826081, mRNA

	200804_at
	6,079
	0,00796
	NM_003217
	TEGT
	testis enhanced gene transcript (BAX inhibitor 1)

	222930_s_at
	6,075
	0,0361
	BC005090
	AGMAT
	agmatine ureohydrolase (agmatinase)

	221619_s_at
	6,064
	0,000991
	AF189289
	MTCH1
	mitochondrial carrier homolog 1 (C. elegans)

	1566999_at
	6,06
	0,000321
	U00791
	HARS2
	Human clone 91Aartif putative Ah-receptor mRNA, 3' region.

	213279_at
	6,057
	0,000272
	AL050217
	DHRS1
	dehydrogenase/reductase (SDR family) member 1

	242293_at
	6,048
	0,0474
	AI286142
	ING3
	inhibitor of growth family, member 3

	231197_at
	6,014
	0,0196
	H46689
	PPP1R3F
	protein phosphatase 1, regulatory (inhibitor) subunit 3F

	202985_s_at
	6,01
	0,00367
	NM_004873
	BAG5
	BCL2-associated athanogene 5

	1565737_at
	6,005
	0,0154
	AI457773
	SCTR
	secretin receptor

	226046_at
	5,999
	0,00631
	AU152505
	MAPK8
	mitogen-activated protein kinase 8

	213798_s_at
	5,963
	0,00531
	AA806142
	CAP1
	CAP, adenylate cyclase-associated protein 1 (yeast)

	239531_at
	5,956
	0,0044
	AA824624
	
	Transcribed sequences

	200968_s_at
	5,94
	0,0215
	NM_000942
	PPIB
	peptidylprolyl isomerase B (cyclophilin B)

	91952_at
	5,931
	0,00633
	AI363375
	LOC90379
	hypothetical protein BC002926

	1554037_a_at
	5,886
	0,0186
	BC036731
	ZBTB24
	zinc finger protein 450

	223032_x_at
	5,826
	0,038
	AF153607
	PX19
	px19-like protein

	237335_at
	5,825
	0,00469
	AA890119
	MGC87693
	Similar to ZP1 precursor (LOC255714), mRNA

	214466_at
	5,789
	0,00247
	NM_005266
	GJA5
	gap junction protein, alpha 5, 40kDa (connexin 40)

	1569225_a_at
	5,783
	0,00854
	BC021582
	SCML4
	sex comb on midleg-like 4 (Drosophila)

	204832_s_at
	5,742
	0,00183
	NM_004329
	BMPR1A
	bone morphogenetic protein receptor, type IA

	1556448_a_at
	5,734
	0,0432
	AI357576
	LOC285370
	CDNA FLJ36079 fis, clone TESTI2019860

	217803_at
	5,71
	0,0314
	NM_022130
	GOLPH3
	golgi phosphoprotein 3 (coat-protein)

	1569940_at
	5,703
	0,0223
	BC039336
	SLC6A16
	solute carrier family 6 (neurotransmitter transporter), member 16

	233367_at
	5,691
	0,00727
	AU144883
	LIFR
	CDNA FLJ11566 fis, clone HEMBA1003273

	237757_at
	5,684
	0,0307
	AI247798
	
	qh61c02.x1 Soares_fetal_liver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGE:1849154 3', mRNA sequence.

	1554404_a_at
	5,675
	0,0035
	BC018499
	
	

	238846_at
	5,668
	0,00755
	AW026379
	TNFRSF11A
	tumor necrosis factor receptor superfamily, member 11a, activator of NFKB

	1555736_a_at
	5,656
	0,000271
	AF165187
	AGTRAP
	angiotensin II receptor-associated protein

	213419_at
	5,646
	0,0108
	U62325
	APBB2
	similar to rat FE65 protein, GenBank Accession Number X60469; contains one WW domain and two phosphotyrosine interaction (PI) domains.; Human FE65-like protein (hFE65L) mRNA, partial cds.

	212463_at
	5,623
	0,00843
	BE379006
	CD59
	CD59 antigen p18-20 (antigen identified by monoclonal antibodies 16.3A5, EJ16, EJ30, EL32 and G344)

	209081_s_at
	5,588
	0,0391
	NM_030582
	COL18A1
	collagen, type XVIII, alpha 1

	216316_x_at
	5,582
	0,0235
	X78713
	GK
	H.sapiens glycerol kinase pseudogene, chromosome 1.

	224442_at
	5,574
	0,0431
	BC005994
	PHF6
	PHD finger protein 6

	226565_at
	5,573
	0,00486
	AW054855
	MGC21518
	hypothetical protein MGC21518

	214307_at
	5,565
	0,0433
	AI478172
	HGD
	homogentisate 1,2-dioxygenase (homogentisate oxidase)

	1552491_at
	5,541
	0,0435
	NM_033261
	IDI2
	isopentenyl-diphosphate delta isomerase 2

	209008_x_at
	5,538
	0,0111
	U76549
	KRT8
	keratin 8

	33323_r_at
	5,537
	0,00272
	X57348
	SFN
	H.sapiens mRNA (clone 9112).

	223640_at
	5,527
	0,00118
	AF285447
	HCST
	hematopoietic cell signal transducer

	236085_at
	5,463
	0,0172
	AI925136
	MGC26610
	hypothetical protein MGC26610

	225363_at
	5,458
	0,00994
	AK024986
	PTEN
	phosphatase and tensin homolog (mutated in multiple advanced cancers 1)

	217836_s_at
	5,449
	0,0189
	NM_018253
	YAP
	YY1 associated protein

	217078_s_at
	5,448
	0,00794
	AJ010102
	CMRF-35H
	leukocyte membrane antigen

	232796_at
	5,435
	0,00137
	AK021556
	ANKS6
	CDNA FLJ11494 fis, clone HEMBA1001942

	214712_at
	5,407
	0,00443
	AK023827
	SULT1A4
	unnamed protein product; Homo sapiens cDNA FLJ13765 fis, clone PLACE4000128, weakly similar to Mus musculus putative transcription factor mRNA.

	238477_at
	5,403
	0,00493
	BF674236
	KIF1C
	Transcribed sequence with weak  similarity to protein ref:NP_009056.1 (H.sapiens)  ubiquitously transcribed tetratricopeptide repeat gene, Y chromosome; Ubiquitously transcribed TPR gene on Y chromosome [Homo sapiens]

	203525_s_at
	5,392
	0,000824
	AI375486
	APC
	adenomatosis polyposis coli

	1554987_at
	5,391
	0,0145
	AB027133
	GOLGA3
	golgi autoantigen, golgin subfamily a, 3

	210663_s_at
	5,375
	0,00704
	BC000879
	KYNU
	kynureninase (L-kynurenine hydrolase)

	213399_x_at
	5,349
	0,0124
	AI560720
	RPN2
	ribophorin II

	233207_at
	5,34
	0,000371
	AL049973
	DISC1
	disrupted in schizophrenia 1

	218581_at
	5,335
	0,00704
	NM_022060
	ABHD4
	abhydrolase domain containing 4

	236145_at
	5,314
	0,00113
	AA465189
	
	Similar to RIKEN cDNA 2610318N02 (LOC388865), mRNA

	235619_at
	5,312
	0,0379
	AI681644
	LOC285986
	ankyrin repeat and SOCS box-containing 4

	1555539_at
	5,303
	0,00236
	BC020750
	SDS
	serine dehydratase

	207732_s_at
	5,302
	0,0497
	NM_021120
	DLG3
	discs, large homolog 3 (neuroendocrine-dlg, Drosophila)

	202797_at
	5,29
	0,0411
	NM_014016
	SACM1L
	SAC1 suppressor of actin mutations 1-like (yeast)

	207069_s_at
	5,269
	0,00478
	NM_005585
	SMAD6
	MAD, mothers against decapentaplegic homolog 6 (Drosophila)

	242716_at
	5,269
	0,0265
	AI804642
	SLC30A1
	solute carrier family 30 (zinc transporter), member 1

	1555535_at
	5,266
	0,00231
	AF465767
	BPIL3
	bactericidal/permeability-increasing protein-like 3

	238881_at
	5,263
	0,0193
	AW450549
	
	CDNA FLJ44316 fis, clone TRACH3000548

	219869_s_at
	5,262
	0,000304
	NM_022154
	SLC39A8
	solute carrier family 39 (zinc transporter), member 8

	239182_at
	5,252
	0,00566
	AL120749
	LOC401022
	Clone IMAGE:5296725, mRNA

	210871_x_at
	5,241
	0,00828
	AL133046
	SSX2IP
	synovial sarcoma, X breakpoint 2 interacting protein

	200620_at
	5,231
	0,00601
	NM_004872
	C1orf8
	chromosome 1 open reading frame 8

	1554332_a_at
	5,221
	0,00594
	BC025345
	SLCO4A1
	MRNA similar to LOC149651 (cDNA clone MGC:39393 IMAGE:4862156), complete cds

	233457_at
	5,22
	0,00208
	AL355730
	KCNJ6
	MRNA full length insert cDNA clone EUROIMAGE 43101

	214060_at
	5,219
	0,00222
	BE220360
	SSBP1
	single-stranded DNA binding protein 1

	242578_x_at
	5,208
	0,000326
	AV699746
	SLC22A3
	solute carrier family 22 (extraneuronal monoamine transporter), member 3

	207666_x_at
	5,192
	0,000319
	NM_021014
	SSX3
	synovial sarcoma, X breakpoint 3

	222722_at
	5,18
	0,0236
	AV700059
	OGN
	AV700059 GKC Homo sapiens cDNA clone GKCECA09 3', mRNA sequence.

	213763_at
	5,178
	0,0208
	R37104
	HIPK2
	homeodomain interacting protein kinase 2

	239280_at
	5,141
	0,00123
	AI824407
	
	Transcribed sequences

	204680_s_at
	5,133
	0,0137
	AI263837
	RAPGEF5
	Rap guanine nucleotide exchange factor (GEF) 5

	1566440_at
	5,122
	0,00324
	AL833072
	
	Homo sapiens mRNA; cDNA DKFZp451D0119 (from clone DKFZp451D0119).

	228792_at
	5,103
	0,00263
	AU145100
	SLC24A5
	solute carrier family 24 (sodium/potassium/calcium exchanger), member 5

	1560463_at
	5,098
	0,0031
	BC039483
	ZNF542
	zinc finger protein 542

	218203_at
	5,09
	0,00139
	NM_013338
	ALG5
	asparagine-linked glycosylation 5 homolog (yeast, dolichyl-phosphate beta-glucosyltransferase)

	211075_s_at
	5,084
	0,00067
	Z25521
	CD47
	CD47 antigen (Rh-related antigen, integrin-associated signal transducer)

	1553055_a_at
	5,083
	0,0113
	NM_144975
	MGC19764
	schlafen family member 5

	219649_at
	5,076
	0,0359
	NM_013339
	ALG6
	asparagine-linked glycosylation 6 homolog (yeast, alpha-1,3-glucosyltransferase)

	222254_at
	5,067
	0,000472
	AL034429
	COX6CP2
	

	211554_s_at
	5,043
	0,012
	AF149794
	APAF1
	apoptotic protease activating factor

	1561532_at
	5,041
	0,00805
	BC043434
	
	CDNA clone IMAGE:5296188, partial cds

	1553030_a_at
	5,036
	0,0113
	NM_000456
	SUOX
	RAB5B, member RAS oncogene family

	1563458_at
	5,036
	0,00918
	AL832682
	PARVA
	parvin, alpha

	233088_at
	5,029
	0,0153
	AK025384
	XYLT1
	CDNA: FLJ21731 fis, clone COLF1695

	215774_s_at
	5,011
	0,0147
	AV650470
	SUCLG2
	succinate-CoA ligase, GDP-forming, beta subunit

	222312_s_at
	5,004
	0,00324
	AW969803
	
	CDNA clone IMAGE:6186815, partial cds

	1554175_at
	4,997
	0,0376
	AF427618
	TREM5
	triggering receptor expressed on myeloid cells 5

	1561625_at
	4,994
	0,0265
	AF085892
	
	Full length insert cDNA clone YP93A03

	1552689_at
	4,989
	0,00482
	NM_020764
	CASKIN1
	CASK interacting protein 1

	202230_s_at
	4,988
	0,00809
	NM_006387
	CHERP
	calcium homeostasis endoplasmic reticulum protein

	209150_s_at
	4,986
	0,00167
	U94831
	TM9SF1
	transmembrane 9 superfamily member 1

	214428_x_at
	4,977
	0,0276
	K02403
	C4A
	complement component 4A

	216009_at
	4,943
	0,00603
	U92027
	SLC39A9
	Human clone 61501 defective mariner transposon Hsmar2 mRNA sequence.

	227898_s_at
	4,921
	0,0334
	AW576245
	FLJ38705
	hypothetical protein FLJ38705

	208736_at
	4,911
	0,00118
	AF004561
	ARPC3
	actin related protein 2/3 complex, subunit 3, 21kDa

	223297_at
	4,902
	0,00199
	BC004208
	MGC4268
	hypothetical protein MGC4268

	239059_at
	4,897
	0,00672
	AA460836
	XLHSRF-1
	heat shock regulated 1

	1566209_at
	4,883
	0,0051
	BC037799
	MAPKBP1
	Clone IMAGE:4792036, mRNA

	215299_x_at
	4,881
	0,0493
	U37025
	SULT1A1
	Human phenol sulfotransferase (STP1) gene, last exon and partial cds.

	219490_s_at
	4,859
	0,0297
	NM_022836
	DCLRE1B
	DNA cross-link repair 1B (PSO2 homolog, S. cerevisiae)

	201779_s_at
	4,857
	0,0241
	AF070558
	RNF13
	ring finger protein 13

	204125_at
	4,85
	0,00279
	NM_016013
	NDUFAF1
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assembly factor 1

	210337_s_at
	4,845
	0,0201
	U18197
	ACLY
	ATP citrate lyase

	215395_x_at
	4,829
	0,0218
	U66061
	PRSS3
	

	213787_s_at
	4,826
	0,0166
	AV702405
	EBP
	emopamil binding protein (sterol isomerase)

	227396_at
	4,819
	0,0426
	AI631833
	
	MRNA; cDNA DKFZp667B1913 (from clone DKFZp667B1913)

	1558122_s_at
	4,814
	0,00645
	BI918028
	
	603181876F1 NIH_MGC_121 Homo sapiens cDNA clone IMAGE:5245891 5', mRNA sequence.

	215421_at
	4,802
	0,0336
	AI821657
	
	Clone 23636 mRNA sequence

	211257_x_at
	4,796
	0,00242
	AF273049
	NP220
	Homo sapiens CTCL tumor antigen se33-1 mRNA, complete cds.

	220087_at
	4,787
	0,00903
	NM_017429
	BCMO1
	beta-carotene 15,15'-monooxygenase 1

	224043_s_at
	4,784
	0,0419
	AF163312
	UPB1
	ureidopropionase, beta

	219067_s_at
	4,773
	0,0248
	NM_017615
	C10orf86
	hypothetical protein FLJ20003

	219284_at
	4,772
	0,00213
	NM_024610
	HSPBAP1
	HSPB (heat shock 27kDa) associated protein 1

	225419_at
	4,772
	0,04
	AI869704
	C7orf11
	wl98g02.x1 NCI_CGAP_Brn25 Homo sapiens cDNA clone IMAGE:2432978 3', mRNA sequence.

	223242_s_at
	4,771
	0,00451
	AF015186
	ET
	hypothetical protein ET

	228569_at
	4,746
	0,00795
	AV683473
	PAPOLA
	poly(A) polymerase alpha

	224838_at
	4,74
	0,00464
	AK026898
	FOXP1
	forkhead box P1

	1557721_at
	4,737
	0,00427
	BC037339
	
	CDNA clone IMAGE:5265056, partial cds

	229015_at
	4,736
	0,000266
	BF510739
	LOC286367
	nipsnap homolog 3B (C. elegans)

	220332_at
	4,731
	0,0159
	NM_006580
	CLDN16
	claudin 16

	237767_at
	4,728
	0,00364
	AW270133
	FARP1
	Transcribed sequences

	222990_at
	4,71
	0,00723
	AW204104
	UBQLN1
	ubiquilin 1

	233476_at
	4,701
	0,00187
	AW269743
	
	CDNA FLJ20182 fis, clone COLF0190

	209136_s_at
	4,691
	0,00147
	BG390445
	USP10
	ubiquitin specific protease 10

	217835_x_at
	4,684
	0,0123
	NM_018840
	C20orf24
	chromosome 20 open reading frame 24

	212882_at
	4,68
	0,0108
	AB018338
	KIAA0795
	KIAA0795 protein

	216978_x_at
	4,675
	0,0086
	U50277
	ACTL6B
	Human breast cancer suppressor element Ishmael Upper CP1 mRNA, partial cds.

	217087_at
	4,657
	0,0255
	AF005081
	LEP7
	Skin-specific protein (xp32) mRNA, partial cds

	244662_at
	4,654
	0,000683
	AA651772
	
	Transcribed sequences

	244101_at
	4,644
	0,012
	AI522053
	
	Transcribed sequences

	234311_s_at
	4,642
	0,0275
	AC006153
	LOC85865
	

	207988_s_at
	4,639
	0,00668
	NM_005731
	ARPC2
	actin related protein 2/3 complex, subunit 2, 34kDa

	230734_x_at
	4,639
	0,00654
	AI279536
	STRN
	striatin, calmodulin binding protein

	202361_at
	4,624
	0,00508
	NM_004922
	SEC24C
	SEC24 related gene family, member C (S. cerevisiae)

	1560908_at
	4,622
	0,0242
	N21555
	
	yx60b06.s1 Soares melanocyte 2NbHM Homo sapiens cDNA clone IMAGE:266099 3' similar to contains Alu repetitive element;contains element L1 repetitive element ;, mRNA sequence.

	1560638_a_at
	4,614
	0,0038
	BC039537
	
	CDNA clone IMAGE:5744875, partial cds

	221550_at
	4,603
	0,0278
	BC002382
	COX15
	COX15 homolog, cytochrome c oxidase assembly protein (yeast)

	202042_at
	4,599
	0,00109
	NM_002109
	HARS
	histidyl-tRNA synthetase

	215622_x_at
	4,598
	0,0154
	AL137671
	PHF7
	similarity to Fugurubripes 'ALR'; Homo sapiens mRNA; cDNA DKFZp434L1850 (from clone DKFZp434L1850); partial cds.

	1565774_at
	4,587
	0,0264
	AI208762
	FLJ23403
	hypothetical protein FLJ23403

	210820_x_at
	4,579
	0,00108
	AL136647
	COQ7
	coenzyme Q7 homolog, ubiquinone (yeast)

	1553690_at
	4,578
	0,0013
	NM_138484
	VPS13D
	hypothetical protein BC001339

	212326_at
	4,578
	0,0261
	AB007922
	SGOL1
	vacuolar protein sorting 13D (yeast)

	208915_s_at
	4,576
	0,00156
	AF190863
	GGA2
	golgi associated, gamma adaptin ear containing, ARF binding protein 2

	217772_s_at
	4,565
	0,000907
	NM_014342
	MTCH2
	mitochondrial carrier homolog 2 (C. elegans)

	215665_at
	4,557
	0,00837
	AL359553
	HSD3B2
	

	216825_s_at
	4,557
	0,00729
	AL139289
	MPL
	

	222076_at
	4,553
	0,003
	BE222436
	DTR
	diphtheria toxin receptor (heparin-binding epidermal growth factor-like growth factor)

	204365_s_at
	4,534
	0,00805
	NM_022912
	C2orf23
	hypothetical protein FLJ13110

	242954_at
	4,53
	0,00789
	BF509843
	CGB7
	Transcribed sequences

	216963_s_at
	4,522
	0,0241
	AF279774
	GAP43
	Homo sapiens clone N4 NTera2D1 teratocarcinoma mRNA.

	1554474_a_at
	4,502
	0,0202
	BC018756
	MOXD1
	monooxygenase, DBH-like 1

	200009_at
	4,5
	0,0148
	NM_001494
	GDI2
	GDP dissociation inhibitor 2

	216548_x_at
	4,48
	0,044
	AL049709
	HMGB3
	

	1558621_at
	4,479
	0,00794
	BC019322
	CABLES1
	CDNA clone IMAGE:2822887, partial cds

	242214_at
	4,478
	0,0185
	AU152194
	RPS27A
	AU152194 NT2RP3 Homo sapiens cDNA clone NT2RP3000385 3', mRNA sequence.

	213491_x_at
	4,475
	0,0196
	AL514285
	RPN2
	ribophorin II

	209605_at
	4,459
	0,0259
	D87292
	TST
	thiosulfate sulfurtransferase (rhodanese)

	231611_at
	4,433
	0,0116
	AI208619
	
	Transcribed sequences

	1557801_x_at
	4,422
	0,00274
	AF085883
	SELH
	Homo sapiens full length insert cDNA clone YP41H12.

	232206_at
	4,42
	0,0179
	AL133104
	DKFZp434E1822
	hypothetical protein DKFZp434E1822

	233869_x_at
	4,419
	0,0155
	AL050097
	DKFZP586B0319
	DKFZP586B0319 protein

	213135_at
	4,418
	0,0017
	U90902
	TIAM1
	T-cell lymphoma invasion and metastasis 1

	234344_at
	4,416
	0,00326
	AF093744
	RAP2C
	RAP2C, member of RAS oncogene family

	1566596_at
	4,411
	0,0294
	AL831867
	MAPK10
	Homo sapiens mRNA; cDNA DKFZp761O2417 (from clone DKFZp761O2417).

	214988_s_at
	4,408
	0,00104
	X63071
	SON
	SON DNA binding protein

	243464_at
	4,404
	0,0107
	AI057205
	ZFHX1B
	Transcribed sequences

	232654_s_at
	4,403
	0,0259
	BE873420
	UGT1A6
	UDP glycosyltransferase 1 family, polypeptide A10

	200898_s_at
	4,401
	0,00614
	AK002091
	MGEA5
	meningioma expressed antigen 5 (hyaluronidase)

	220821_at
	4,401
	0,0091
	NM_001480
	GALR1
	galanin receptor 1

	216650_at
	4,393
	0,0141
	AL008627
	RPL29
	Human DNA sequence from clone RP1-130G2 on chromosome 6p22.2-22.3, complete sequence.

	211316_x_at
	4,36
	0,00633
	AF009616
	CFLAR
	CASP8 and FADD-like apoptosis regulator

	216376_x_at
	4,347
	0,00786
	AC006371
	KAL1
	

	233458_at
	4,347
	0,00299
	AB040885
	POLR3E
	RNA polymerase III 80 kDa subunit RPC5

	216661_x_at
	4,327
	0,0074
	M15331
	CYP2C9
	cytochrome P450, family 2, subfamily C, polypeptide 9

	225669_at
	4,325
	0,000467
	AA133989
	IFNAR1
	interferon (alpha, beta and omega) receptor 1

	214813_at
	4,316
	0,00502
	W90796
	ZNF75
	zinc finger protein 75 (D8C6)

	203611_at
	4,313
	0,0063
	NM_005652
	TERF2
	telomeric repeat binding factor 2

	238959_at
	4,31
	0,000612
	AI082828
	LOC113251
	c-Mpl binding protein

	239365_at
	4,3
	0,0272
	BF060672
	
	Transcribed sequence with strong similarity to protein sp:Q9Y6U3 (H.sapiens) ADSV_HUMAN Adseverin

	1569770_x_at
	4,298
	0,0302
	BC036238
	
	Homo sapiens, clone IMAGE:5297327, mRNA.

	218167_at
	4,296
	0,0268
	NM_016627
	LOC51321
	hypothetical protein LOC51321

	1555427_s_at
	4,294
	0,00467
	AY034482
	SYNCRIP
	synaptotagmin binding, cytoplasmic RNA interacting protein

	212603_at
	4,283
	0,00404
	NM_005830
	MRPS31
	mitochondrial ribosomal protein S31

	220025_at
	4,277
	0,0433
	NM_006593
	TBR1
	T-box, brain, 1

	217249_x_at
	4,273
	0,0133
	AC004544
	COX7A3
	cytochrome C oxidase; match to P14406 (PID:g117121); H_RG162B04.1; Homo sapiens BAC clone CTB-162B4 from 4, complete sequence.

	208097_s_at
	4,269
	0,000997
	NM_030755
	TXNDC
	thioredoxin domain containing

	1566989_at
	4,267
	0,0233
	Y08266
	ARID1B
	AT rich interactive domain 1B (SWI1-like)

	205929_at
	4,257
	0,00247
	NM_005814
	GPA33
	glycoprotein A33 (transmembrane)

	200619_at
	4,253
	0,0102
	NM_006842
	SF3B2
	splicing factor 3b, subunit 2, 145kDa

	227153_at
	4,25
	0,00487
	AI784580
	IMMP2L
	ta02b09.x1 Soares_pregnant_uterus_NbHPU Homo sapiens cDNA clone IMAGE:2042873 3', mRNA sequence.

	217029_at
	4,246
	0,00192
	AL049301
	
	Homo sapiens mRNA; cDNA DKFZp564P073 (from clone DKFZp564P073).

	1562893_at
	4,238
	0,000407
	BC038572
	
	Clone IMAGE:4413977, mRNA

	220020_at
	4,229
	0,00281
	NM_022098
	LOC63929
	hypothetical protein LOC63929

	1552378_s_at
	4,227
	0,0234
	NM_172037
	RDH10
	retinol dehydrogenase 10 (all-trans)

	238239_at
	4,222
	0,0154
	AA947865
	MGC43690
	hypothetical protein MGC43690

	231764_at
	4,214
	0,00109
	AK023537
	CHRAC1
	chromatin accessibility complex 1

	204326_x_at
	4,201
	0,0101
	NM_002450
	MT1X
	

	39966_at
	4,199
	0,00299
	AF059274
	CSPG5
	chondroitin sulfate proteoglycan 5 (neuroglycan C)

	216459_x_at
	4,197
	0,0143
	AL137624
	
	Homo sapiens mRNA; cDNA DKFZp434M1812 (from clone DKFZp434M1812).

	222846_at
	4,186
	0,0137
	AB038995
	RAB8B
	RAB8B, member RAS oncogene family

	210505_at
	4,184
	0,00235
	U07821
	ADH7
	alcohol dehydrogenase 7 (class IV), mu or sigma polypeptide

	226212_s_at
	4,181
	0,000925
	AV726689
	INSR
	insulin receptor

	1569407_at
	4,18
	0,0197
	BC036308
	
	Clone IMAGE:4825059, mRNA

	201803_at
	4,171
	0,019
	NM_000938
	POLR2B
	polymerase (RNA) II (DNA directed) polypeptide B, 140kDa

	206274_s_at
	4,17
	0,0456
	NM_014675
	CROCC
	ciliary rootlet coiled-coil, rootletin

	1562282_at
	4,167
	0,0256
	BC016334
	ZNF568
	zinc finger protein 568

	238809_at
	4,166
	0,0053
	BF439305
	LOC285636
	Transcribed sequences

	1562378_s_at
	4,165
	0,0107
	AK091175
	PROM2
	prominin 2

	244080_at
	4,164
	0,00188
	AL552727
	
	Transcribed sequences

	225276_at
	4,156
	0,00697
	AA143579
	GSPT1
	G1 to S phase transition 1

	1553785_at
	4,152
	0,0144
	NM_152545
	RASGEF1B
	RasGEF domain family, member 1B

	225989_at
	4,15
	0,00454
	AB046813
	HERC4
	DKFZP564G092 protein

	229578_at
	4,149
	0,015
	AA716165
	JPH2
	junctophilin 2

	1554365_a_at
	4,148
	0,000217
	BC016183
	
	protein phosphatase 2, regulatory subunit B (B56), gamma isoform

	238976_at
	4,148
	0,0113
	AW971863
	PPP2R5C
	Transcribed sequences

	221766_s_at
	4,147
	0,00385
	AW246673
	C6orf37
	chromosome 6 open reading frame 37

	200599_s_at
	4,137
	0,0338
	NM_003299
	TRA1
	tumor rejection antigen (gp96) 1

	1557676_at
	4,133
	0,0369
	BC040673
	
	Clone IMAGE:4817003, mRNA

	210043_at
	4,132
	0,0191
	AF334946
	FKSG44
	hypothetical protein FKSG44

	234020_x_at
	4,13
	0,00483
	AL049975
	COMMD1
	Homo sapiens mRNA; cDNA DKFZp564B032 (from clone DKFZp564B032).

	64418_at
	4,129
	0,000753
	AI472320
	AP1GBP1
	AP1 gamma subunit binding protein 1

	236104_at
	4,128
	0,0162
	BF061515
	LOC92906
	hypothetical protein BC008217

	200943_at
	4,127
	0,003
	NM_004965
	HMGN1
	high-mobility group nucleosome binding domain 1

	202753_at
	4,123
	0,0164
	NM_014814
	p44S10
	proteasome regulatory particle subunit p44S10

	216943_at
	4,12
	0,00113
	AF095723
	
	

	236743_at
	4,118
	0,00143
	AW070433
	GOLGA7
	Transcribed sequences

	211836_s_at
	4,116
	0,0118
	U18800
	MOG
	myelin oligodendrocyte glycoprotein

	224427_s_at
	4,113
	0,000953
	AY029162
	PAPOLG
	poly(A) polymerase gamma

	201739_at
	4,11
	0,0323
	NM_005627
	SGK
	serum/glucocorticoid regulated kinase

	228254_at
	4,108
	0,00116
	AW024643
	STAM2
	signal transducing adaptor molecule (SH3 domain and ITAM motif) 2

	1557714_at
	4,105
	0,000534
	AL137653
	CTBP1
	C-terminal binding protein 1

	201096_s_at
	4,102
	0,00183
	AL537042
	ARF4
	ADP-ribosylation factor 4

	1555437_at
	4,099
	0,0156
	BC040013
	KIAA1970
	KIAA1970 protein

	204752_x_at
	4,097
	0,0335
	NM_005484
	ADPRTL2
	ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)-like 2

	227647_at
	4,096
	0,00593
	AI692703
	KCNE3
	potassium voltage-gated channel, Isk-related family, member 3

	240680_at
	4,093
	0,00137
	AW449644
	
	Transcribed sequences

	202277_at
	4,084
	0,000824
	AL568804
	SPTLC1
	AL568804 Homo sapiens PLACENTA Homo sapiens cDNA clone CS0DE005YN15 3-PRIME, mRNA sequence.

	1562902_at
	4,081
	0,000662
	BC040730
	
	Clone IMAGE:5176738, mRNA

	215017_s_at
	4,077
	0,0115
	AW270932
	TOCA1
	transducer of Cdc42-dependent actin assembly 1

	1554822_at
	4,062
	0,000136
	BC022419
	PHTF2
	putative homeodomain transcription factor 2

	204271_s_at
	4,057
	0,0141
	M74921
	EDNRB
	endothelin receptor type B

	205539_at
	4,056
	0,00277
	NM_006576
	AVIL
	advillin

	218718_at
	4,048
	0,00753
	NM_016205
	PDGFC
	platelet derived growth factor C

	229073_at
	4,035
	0,0328
	AA912476
	LOC145786
	CDNA FLJ12795 fis, clone NT2RP2002047

	224788_at
	4,029
	0,00176
	AV700721
	ARF6
	ADP-ribosylation factor 6

	1562675_at
	4,024
	0,00584
	AK093927
	FLJ31031
	hypothetical protein FLJ31031

	213859_x_at
	4,022
	0,00346
	AI652586
	PXK
	SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 5

	238223_at
	4,022
	0,00397
	BF507896
	SMARCA5
	Transcribed sequences

	207609_s_at
	4,019
	0,0208
	AF182274
	CYP1A2
	cytochrome P450, family 1, subfamily A, polypeptide 2

	210379_s_at
	4,013
	0,0113
	AF162666
	TLK1
	tousled-like kinase 1

	1555322_at
	4,007
	0,00913
	AF193050
	PP2672
	PP2672 mRNA, complete cds

	1555814_a_at
	4,005
	0,0192
	AF498970
	MET
	ras homolog gene family, member A

	211599_x_at
	4,005
	0,00239
	U19348
	RHOA
	Human (tpr-met fusion) oncogene mRNA, complete cds.

	237382_at
	3,995
	0,017
	R60981
	C1orf17
	chromosome 1 open reading frame 17

	244038_at
	3,994
	0,0195
	AW069315
	LOC112840
	similar to RIKEN cDNA 2600001A11 gene

	207608_x_at
	3,992
	0,0233
	NM_000761
	CYP1A2
	cytochrome P450, family 1, subfamily A, polypeptide 2

	205822_s_at
	3,99
	0,0364
	NM_002130
	HMGCS1
	3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble)

	1564074_at
	3,986
	0,00338
	AL832417
	
	MRNA; cDNA DKFZp667P0813 (from clone DKFZp667P0813)

	236303_at
	3,962
	0,0382
	BE501995
	ARF3
	Transcribed sequences

	222041_at
	3,945
	0,00131
	BG235929
	DPH1
	CDNA FLJ40949 fis, clone UTERU2009776, moderately similar to OVCA2=candidate tumor suppressor

	218832_x_at
	3,944
	0,00296
	NM_004041
	ARRB1
	arrestin, beta 1

	1554637_a_at
	3,94
	0,0181
	BC015066
	CBFA2T2
	core-binding factor, runt domain, alpha subunit 2; translocated to, 2

	1558540_s_at
	3,937
	0,0151
	AK055523
	SLC2A11
	solute carrier family 2 (facilitated glucose transporter), member 11

	233669_s_at
	3,933
	0,0307
	AA868267
	RNF30
	ring finger protein 30

	209622_at
	3,932
	0,00197
	AB020739
	STK16
	serine/threonine kinase 16

	205402_x_at
	3,929
	0,0119
	NM_002770
	PRSS3
	protease, serine, 2 (trypsin 2)

	218681_s_at
	3,929
	0,0117
	NM_022044
	SDF2L1
	stromal cell-derived factor 2-like 1

	215821_x_at
	3,928
	0,00354
	R32065
	PSG3
	pregnancy specific beta-1-glycoprotein 3

	219803_at
	3,925
	0,00695
	NM_014495
	ANGPTL3
	angiopoietin-like 3

	219933_at
	3,916
	0,00692
	NM_016066
	GLRX2
	glutaredoxin 2

	242343_x_at
	3,914
	0,00753
	H57111
	ZNF518
	Transcribed sequence with weak  similarity to protein sp:P39194 (H.sapiens) ALU7_HUMAN Alu subfamily SQ sequence contamination warning entry

	225291_at
	3,904
	0,0139
	AI967971
	PNPT1
	polyribonucleotide nucleotidyltransferase 1

	209542_x_at
	3,893
	0,0122
	M29644
	IGF1
	insulin-like growth factor 1 (somatomedin C)

	1552395_at
	3,877
	0,0397
	NM_052841
	STK22C
	serine/threonine kinase 22C (spermiogenesis associated)

	200881_s_at
	3,873
	0,00512
	NM_001539
	DNAJA1
	DnaJ (Hsp40) homolog, subfamily A, member 1

	1566181_at
	3,867
	0,0407
	AK024534
	
	CDNA: FLJ20881 fis, clone ADKA03177

	243082_at
	3,857
	0,0109
	AA706950
	
	Transcribed sequences

	1564414_a_at
	3,853
	0,0204
	AK093139
	PNLDC1
	poly(A)-specific ribonuclease (PARN)-like domain containing 1

	221833_at
	3,853
	0,00175
	AI971258
	LONP
	seven in absentia homolog 1 (Drosophila)

	233880_at
	3,852
	0,0138
	AL161961
	KIAA1554
	KIAA1554 protein

	212595_s_at
	3,85
	0,00201
	AL534321
	DAZAP2
	DAZ associated protein 2

	202561_at
	3,845
	0,00864
	AF070613
	TNKS
	tankyrase, TRF1-interacting ankyrin-related ADP-ribose polymerase

	222620_s_at
	3,844
	0,0049
	BF591419
	DNAJC1
	DnaJ (Hsp40) homolog, subfamily C, member 1

	208005_at
	3,838
	0,00552
	NM_004822
	NTN1
	netrin 1

	1570165_at
	3,832
	0,00283
	BC027983
	CHST11
	CDNA clone IMAGE:3895112, containing frame-shift errors

	230942_at
	3,831
	0,00577
	AI147740
	CKLFSF5
	chemokine-like factor super family 5

	210599_at
	3,823
	0,00134
	BC004930
	ZNF614
	FLJ21941 protein

	225530_at
	3,822
	0,0199
	BE396735
	MOBKL2A
	MOB1, Mps One Binder kinase activator-like 2A (yeast)

	1563398_at
	3,82
	0,0445
	BC017991
	
	Clone IMAGE:4248696, mRNA

	214686_at
	3,82
	0,0243
	AA868898
	ZNF266
	ak55b08.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1409847 3' similar to TR:Q14584 Q14584 ZINC FINGER PROTEIN ;contains Alu repetitive element;contains MER18.b3 MER18 repetitive element ;, mRNA sequence.

	228886_at
	3,807
	0,000608
	AI433391
	FLJ30707
	KIAA1674

	230519_at
	3,807
	0,00747
	D59502
	LRRC27
	hypothetical protein FLJ30707

	242862_x_at
	3,806
	0,00496
	AI804210
	
	Transcribed sequences

	240102_at
	3,8
	0,00551
	AW024095
	PRSS1
	TCR beta chain Vbeta 13S3-LLQGYTF-Jbeta1.2 mRNA, partial cds

	204608_at
	3,798
	0,0151
	NM_000048
	ASL
	argininosuccinate lyase

	241287_x_at
	3,794
	0,00413
	R07343
	
	ye96d03.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:125573 3', mRNA sequence.

	240281_at
	3,787
	0,0483
	AI742522
	RFT1
	putative endoplasmic reticulum multispan transmembrane protein

	234677_at
	3,778
	0,013
	AL512721
	
	MRNA; cDNA DKFZp547K042 (from clone DKFZp547K042)

	242312_x_at
	3,778
	0,0109
	AV736963
	
	AV736963 CB Homo sapiens cDNA clone CBFBOH07 5', mRNA sequence.

	1557799_at
	3,774
	0,00163
	AF085883
	MTMR4
	Homo sapiens full length insert cDNA clone YP41H12.

	214268_s_at
	3,774
	0,0308
	AL042220
	SELH
	myotubularin related protein 4

	227344_at
	3,77
	0,00105
	AI439886
	ZNFN1A1
	zinc finger protein, subfamily 1A, 1 (Ikaros)

	242029_at
	3,768
	0,034
	N32832
	FAD104
	FAD104

	220688_s_at
	3,763
	0,0155
	NM_016183
	C1orf33
	chromosome 1 open reading frame 33

	233272_at
	3,76
	0,00275
	AU144092
	C2orf34
	AU144092 HEMBA1 Homo sapiens cDNA clone HEMBA1000869 3', mRNA sequence.

	1564798_at
	3,755
	0,0105
	AK000811
	EEA1
	Homo sapiens cDNA FLJ20804 fis, clone ADSE02063.

	1552648_a_at
	3,752
	0,0276
	NM_003844
	TNFRSF10A
	tumor necrosis factor receptor superfamily, member 10a

	211514_at
	3,741
	0,00569
	AF068286
	DustyPK
	dusty protein kinase

	232409_x_at
	3,74
	0,0189
	AA984280
	MGC33974
	hypothetical protein MGC33974

	225327_at
	3,739
	0,0388
	AB037791
	FLJ10980
	hypothetical protein FLJ10980

	225179_at
	3,728
	0,0039
	AA161140
	HIP2
	huntingtin interacting protein 2

	217276_x_at
	3,726
	0,0258
	AL590118
	dJ222E13.1
	kraken-like

	206480_at
	3,722
	0,0064
	NM_000897
	LTC4S
	leukotriene C4 synthase

	210959_s_at
	3,722
	0,0398
	AF113128
	SRD5A1
	steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha-steroid delta 4-dehydrogenase alpha 1)

	1569660_at
	3,721
	0,0306
	AF318333
	PLD1
	Pp13439 mRNA, complete cds

	204079_at
	3,72
	0,0234
	NM_003595
	TPST2
	tyrosylprotein sulfotransferase 2

	226247_at
	3,718
	0,00363
	AI346026
	PLEKHA1
	pleckstrin homology domain containing, family A (phosphoinositide binding specific) member 1

	221735_at
	3,714
	0,00163
	H04342
	KIAA1449
	yj10g11.s1 Soares placenta Nb2HP Homo sapiens cDNA clone IMAGE:148388 3', mRNA sequence.

	236165_at
	3,71
	0,00425
	AA904502
	MSL3L1
	male-specific lethal 3-like 1 (Drosophila)

	219609_at
	3,706
	0,00115
	NM_024515
	MGC4645
	hypothetical protein MGC4645

	242419_at
	3,704
	0,0471
	AW003369
	SMYD3
	Transcribed sequence with moderate similarity to protein sp:P39194 (H.sapiens) ALU7_HUMAN Alu subfamily SQ sequence contamination warning entry

	240915_at
	3,7
	0,0296
	BF444985
	NTN2L
	Partial mRNA for immunoglobulin heavy chain variable region (IGHV gene), isolate B-CLL G026

	208866_at
	3,697
	0,000535
	BF510713
	CSNK1A1
	UI-H-BI4-aoh-b-03-0-UI.s1 NCI_CGAP_Sub8 Homo sapiens cDNA clone IMAGE:3084629 3', mRNA sequence.

	216607_s_at
	3,696
	0,0463
	U40053
	CYP51A1
	Human lanosterol 14-alpha demethylase (CYP51P2) processed pseudogene, complete cds.

	226289_at
	3,69
	0,00197
	BE551139
	M11S1
	membrane component, chromosome 11, surface marker 1

	221629_x_at
	3,686
	0,0127
	AF151022
	LOC51236
	brain protein 16

	233155_at
	3,681
	0,0322
	AC005539
	UPP2
	similar to uridine phosphorylase; similar to Q16831 (PID:g2494059); H_NH0335J18.1; Homo sapiens BAC clone RP11-335J18 from 2, complete sequence.

	200641_s_at
	3,675
	0,0112
	U28964
	YWHAZ
	tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, zeta polypeptide

	1556911_at
	3,674
	0,00159
	BC041487
	ALMS1
	Clone IMAGE:5493056, mRNA

	201972_at
	3,669
	0,0313
	AF113129
	ATP6V1A
	ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A

	213061_s_at
	3,655
	0,00842
	AA643304
	
	N-terminal asparagine amidase

	216730_at
	3,655
	0,00481
	AK024561
	NTAN1
	Homo sapiens cDNA: FLJ20908 fis, clone ADSE00417.

	203310_at
	3,652
	0,0327
	NM_007269
	STXBP3
	syntaxin binding protein 3

	210888_s_at
	3,648
	0,0286
	AF116713
	ITIH1
	inter-alpha (globulin) inhibitor, H1 polypeptide

	229394_s_at
	3,63
	0,00476
	AI275597
	GRLF1
	glucocorticoid receptor DNA binding factor 1

	1562477_at
	3,629
	0,00185
	AK001144
	HOXD13
	Similar to TRANSCRIPTION FACTOR COE2 (EARLY B-CELL FACTOR 2) (EBF-2) (OLF-1/EBF-LIKE 3) (OE-3) (O/E-3) (METENCEPHALON-MESENCEPHALON-OLFACTORY TRANSCRIPTION FACTOR 1) (MET-MESENCEPHALON-OLFACTORY TRANSCRIPTION FACTOR 1) (MET-MESENCEPHALON ...

	208689_s_at
	3,629
	0,0219
	BC003560
	COE2
	ribophorin II

	236681_at
	3,629
	0,00495
	AI971104
	RPN2
	homeo box D13

	1566471_at
	3,627
	0,0013
	AK098125
	LOC647305
	CDNA FLJ40806 fis, clone TRACH2009123

	235646_at
	3,625
	0,00404
	BF515595
	PIP5K1A
	Transcribed sequences

	233380_s_at
	3,616
	0,0081
	AA429145
	RUFY1
	RUN and FYVE domain containing 1

	209301_at
	3,614
	0,000621
	M36532
	CA2
	carbonic anhydrase II

	208653_s_at
	3,613
	0,0122
	AF263279
	CD164
	CD164 antigen, sialomucin

	1555661_at
	3,612
	0,0244
	AF238489
	COL5A1
	Similar to Olfactory receptor 8D1 (Olfactory receptor-like protein JCG9) (OST004) (LOC283159), mRNA

	1561537_at
	3,612
	0,00218
	BC039496
	LOC388906
	hypothetical gene supported by BC039496

	212488_at
	3,612
	0,0113
	N30339
	JCG9; OR8D3; OST004; PDJ9J14
	Transcribed sequence with strong similarity to protein ref:NP_003874.2 (H.sapiens)  histone deacetylase 3 [Homo sapiens]

	201306_s_at
	3,608
	0,00126
	NM_006401
	ANP32B
	acidic (leucine-rich) nuclear phosphoprotein 32 family, member B

	210987_x_at
	3,607
	0,000421
	M19267
	TPM1
	tropomyosin; Human tropomyosin mRNA, complete cds.

	228391_at
	3,605
	0,0316
	AI916528
	CYP4V2
	hypothetical protein LOC285440

	218273_s_at
	3,604
	0,00116
	NM_018444
	PPM2C
	protein phosphatase 2C, magnesium-dependent, catalytic subunit

	206010_at
	3,598
	0,0437
	NM_004132
	HABP2
	hyaluronan binding protein 2

	1559807_at
	3,594
	0,00124
	BC037819
	LOC56851
	Clone IMAGE:4796324, mRNA

	217898_at
	3,594
	0,00727
	NM_020154
	SERF1A
	chromosome 15 hypothetical ATG/GTP binding protein

	209925_at
	3,591
	0,00962
	U53823
	OCLN
	occludin

	242280_x_at
	3,591
	0,00302
	N53564
	CPEB4
	cytoplasmic polyadenylation element binding protein 4

	214907_at
	3,585
	0,0125
	BF110434
	R29124_1
	hypothetical protein R29124_1

	1560977_a_at
	3,578
	0,00162
	W74646
	ZD77D08
	zd77d08.s1 Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGE:346671 3', mRNA sequence.

	219783_at
	3,575
	0,0429
	NM_017877
	C2orf18
	chromosome 2 open reading frame 18

	205975_s_at
	3,573
	0,0014
	NM_024501
	HOXD1
	homeo box D1

	201179_s_at
	3,568
	0,00225
	J03005
	GNAI3
	guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 3

	205410_s_at
	3,563
	0,0007
	NM_001684
	ATP2B4
	ATPase, Ca++ transporting, plasma membrane 4

	202809_s_at
	3,562
	0,000678
	NM_023015
	FLJ21919
	hypothetical protein FLJ21919

	238052_at
	3,557
	0,00418
	AW009385
	COBRA1
	Transcribed sequences

	210115_at
	3,548
	0,00145
	L05096
	RPL39L
	ribosomal protein L39-like

	206521_s_at
	3,546
	0,0115
	NM_015859
	GTF2A1
	general transcription factor IIA, 1, 19/37kDa

	1569807_at
	3,544
	0,00759
	BC031234
	
	Clone IMAGE:4838218, mRNA

	223141_at
	3,541
	0,0227
	AK022317
	UCK1
	uridine-cytidine kinase 1

	213695_at
	3,531
	0,0409
	L48516
	PON3
	paraoxonase 3

	1552898_a_at
	3,53
	0,00987
	AF348982
	KCNG3
	potassium voltage-gated channel, subfamily G, member 3

	1553105_s_at
	3,525
	0,00314
	NM_001943
	DSG2
	desmoglein 2

	200757_s_at
	3,519
	0,0239
	NM_001219
	C20orf179
	calumenin

	218159_at
	3,519
	0,0102
	NM_023935
	C20orf116
	chromosome 20 open reading frame 116

	232766_at
	3,519
	0,0243
	AA397912
	CALU
	chromosome 20 open reading frame 179

	1569700_s_at
	3,516
	0,0335
	BC023986
	AK7
	adenylate kinase 7

	202195_s_at
	3,514
	0,00367
	NM_016040
	CGI-100
	CGI-100 protein

	218552_at
	3,512
	0,00901
	NM_018281
	FLJ10948
	hypothetical protein FLJ10948

	234897_s_at
	3,512
	0,0424
	AF129756
	LY6G6D
	

	1567622_at
	3,511
	0,00164
	AJ431609
	ABLIM2
	actin binding LIM protein family, member 2

	203743_s_at
	3,511
	0,012
	NM_003211
	TDG
	thymine-DNA glycosylase

	207266_x_at
	3,509
	0,0117
	NM_016837
	RBMS1
	RNA binding motif, single stranded interacting protein 1

	1558254_s_at
	3,504
	0,0292
	BU155802
	SRPK2
	SFRS protein kinase 2

	1562035_at
	3,503
	0,0078
	AK055464
	FLJ16542
	CDNA FLJ30902 fis, clone FEBRA2005787

	244338_at
	3,501
	0,0379
	BF507508
	LOC143458
	hypothetical protein LOC143458

	1569464_at
	3,5
	0,0299
	BC001560
	PPFIBP1
	PTPRF interacting protein, binding protein 1 (liprin beta 1)

	238413_at
	3,496
	0,00132
	AA482027
	CDR2
	Clone IMAGE:6200388, mRNA

	223035_s_at
	3,492
	0,00023
	AF161521
	FARSLB
	phenylalanine-tRNA synthetase-like, beta subunit

	243741_at
	3,489
	0,00834
	AW665484
	TRPM1
	Transcribed sequences

	229512_at
	3,488
	0,013
	BE464337
	
	CDNA FLJ43676 fis, clone SYNOV4009129

	202849_x_at
	3,485
	0,000604
	NM_002082
	GRK6
	G protein-coupled receptor kinase 6

	1562320_at
	3,484
	0,00155
	BC040220
	LOC399875
	Hypothetical gene supported by BC040220 (LOC399875), mRNA

	217744_s_at
	3,473
	0,0268
	NM_022121
	
	PERP, TP53 apoptosis effector

	220857_at
	3,473
	0,0121
	NM_014131
	PERP
	

	211666_x_at
	3,47
	0,0111
	L22453
	RPL3
	ribosomal protein L3

	204012_s_at
	3,466
	0,00981
	AL529189
	LCMT2
	leucine carboxyl methyltransferase 2

	1555490_s_at
	3,46
	0,0179
	AY047359
	PDZK2
	PDZ domain containing 2

	237280_at
	3,458
	0,00478
	AI911312
	MGC33600
	hypothetical protein MGC33600

	212161_at
	3,457
	0,00385
	AA994666
	AP2A2
	adaptor-related protein complex 2, alpha 2 subunit

	226664_at
	3,456
	0,00726
	AL121747
	C20orf140
	

	1568779_a_at
	3,453
	0,00896
	AI473096
	ECM2
	extracellular matrix protein 2, female organ and adipocyte specific

	1560181_at
	3,451
	0,00933
	AK098298
	C18orf1
	CDNA FLJ40979 fis, clone UTERU2014398

	205815_at
	3,448
	0,000349
	NM_002580
	PAP
	pancreatitis-associated protein

	214334_x_at
	3,446
	0,0233
	N34846
	DAZAP2
	DAZ associated protein 2

	208374_s_at
	3,445
	0,00124
	NM_006135
	CAPZA1
	capping protein (actin filament) muscle Z-line, alpha 1

	221532_s_at
	3,44
	0,000926
	AF309553
	REC14
	recombination protein REC14

	201021_s_at
	3,438
	0,0419
	BF697964
	
	destrin (actin depolymerizing factor)

	235156_at
	3,438
	0,0148
	AI652228
	DSTN
	CDNA FLJ33254 fis, clone ASTRO2005360

	221451_s_at
	3,434
	0,00187
	NM_030903
	OR2W1
	synonym: hs6M1-15; go_component: integral to membrane [goid 0016021] [evidence IEA]; go_function: olfactory receptor activity [goid 0004984] [evidence IEA]; go_process: olfaction [goid 0007608] [evidence IEA]; go_process: G-protein coupled receptor protein signaling pathway [goid 0007186] [evidence IEA]; Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), mRNA.

	221504_s_at
	3,433
	0,00344
	AF112204
	ATP6V1H
	ATPase, H+ transporting, lysosomal 50/57kDa, V1 subunit H

	1558849_at
	3,432
	0,0183
	BC035336
	LOC284276
	Hypothetical gene supported by AK093936 (LOC400659), mRNA

	205811_at
	3,43
	0,0162
	NM_007215
	POLG2
	polymerase (DNA directed), gamma 2, accessory subunit

	1564660_at
	3,426
	0,0154
	AK094219
	CHD5
	unnamed protein product; Homo sapiens cDNA FLJ36900 fis, clone BRACE2001954.

	220653_at
	3,426
	0,0103
	NM_015363
	ZIM2
	paternally expressed 3

	209109_s_at
	3,424
	0,00112
	U84895
	TM4SF6
	transmembrane 4 superfamily member 6

	229716_at
	3,42
	0,00956
	AI288607
	
	Transcribed sequences

	232174_at
	3,4
	0,0182
	AA480392
	EXT1
	MRNA; cDNA DKFZp686H2244 (from clone DKFZp686H2244)

	216332_at
	3,392
	0,00782
	L14482
	SENP5
	POU domain, class 6, transcription factor 1

	57703_at
	3,392
	0,00692
	N32782
	POU6F1
	SUMO1/sentrin specific protease 5

	214529_at
	3,389
	0,0414
	NM_000549
	TSHB
	thyroid stimulating hormone, beta

	216196_at
	3,387
	0,00682
	X69637
	LOC146489
	H.sapiens mRNA sequence (16p11.2)

	1553661_a_at
	3,385
	0,00982
	NM_148959
	HUS1B
	SEC5-like 1 (S. cerevisiae)

	230932_at
	3,384
	0,00538
	R39126
	
	Transcribed sequences

	202017_at
	3,382
	0,0156
	NM_000120
	EPHX1
	epoxide hydrolase 1, microsomal (xenobiotic)

	200918_s_at
	3,377
	0,0134
	NM_003139
	SRPR
	signal recognition particle receptor ('docking protein')

	239325_at
	3,371
	0,0457
	AW291033
	KIAA0953
	KIAA0953

	201596_x_at
	3,368
	0,0246
	NM_000224
	OSBPL7
	keratin 18

	227946_at
	3,368
	0,00208
	AI955239
	KRT18
	oxysterol binding protein-like 7

	205219_s_at
	3,367
	0,00878
	NM_002044
	GALK2
	galactokinase 2

	1558381_a_at
	3,366
	0,0148
	AA322821
	GAPDS
	CDNA clone IMAGE:6602785, partial cds

	213737_x_at
	3,366
	0,0236
	AI620911
	DKFZp434P162
	Transcribed sequences

	222584_at
	3,365
	0,023
	AL573591
	FLJ10504
	misato

	1570229_at
	3,359
	0,049
	BC037851
	LOC283578
	Clone IMAGE:4817255, mRNA

	212988_x_at
	3,359
	0,0426
	AL515810
	
	actin, gamma 1

	225343_at
	3,359
	0,0306
	AK025695
	ACTG1
	hypothetical protein LOC283578

	224791_at
	3,357
	0,0153
	AW513835
	DDEF1
	development and differentiation enhancing factor 1

	217313_at
	3,354
	0,000623
	AC004692
	NEDL1; KIAA0322
	Homo sapiens PAC clone RP5-1107K12 from 7, complete sequence.

	216487_at
	3,35
	0,00452
	AL049988
	ITPR2
	Homo sapiens mRNA; cDNA DKFZp564F212 (from clone DKFZp564F212).

	212250_at
	3,349
	0,00851
	AV700332
	LYRIC
	LYRIC/3D3

	239215_at
	3,349
	0,0302
	BF979543
	
	Transcribed sequences

	1559728_at
	3,343
	0,0234
	BF355863
	KIAA0478
	KIAA0478 gene product

	210874_s_at
	3,342
	0,00175
	BC004483
	NAT6
	hyaluronoglucosaminidase 3

	210990_s_at
	3,342
	0,026
	U77706
	LAMA4
	laminin, alpha 4

	225639_at
	3,341
	0,0162
	N21390
	SCAP2
	src family associated phosphoprotein 2

	212035_s_at
	3,34
	0,0426
	AI817079
	EXOC7
	exocyst complex component 7

	240425_x_at
	3,331
	0,0392
	R38403
	ROBO2
	Transcribed sequences

	224301_x_at
	3,319
	0,00225
	BC003602
	H2AFJ
	H2A histone family, member J

	223659_at
	3,317
	0,0125
	AB048797
	MSP
	mosaic serine protease

	207812_s_at
	3,316
	0,0173
	NM_015530
	GORASP2
	golgi reassembly stacking protein 2, 55kDa

	235852_at
	3,314
	0,0247
	BE379761
	STN2
	stonin 2

	206587_at
	3,312
	0,0241
	NM_006584
	CCT6B
	chaperonin containing TCP1, subunit 6B (zeta 2)

	215543_s_at
	3,31
	0,00995
	AB011181
	LARGE
	like-glycosyltransferase

	212185_x_at
	3,305
	0,0347
	NM_005953
	MT2A
	metallothionein 2A

	211056_s_at
	3,301
	0,000256
	BC006373
	SRD5A1
	steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha-steroid delta 4-dehydrogenase alpha 1)

	241801_at
	3,29
	0,0277
	AW084937
	PGAP1
	Transcribed sequences

	1553973_a_at
	3,285
	0,0184
	BC032003
	MGC21394
	Clone DNA80899 protease inhibitor H (UNQ844) mRNA, complete cds

	223490_s_at
	3,284
	0,00532
	AF281132
	EXOSC3
	exosome component Rrp40

	242757_at
	3,282
	0,0161
	BE730067
	MDGA1
	MAM domain containing glycosylphosphatidylinositol anchor 1

	211222_s_at
	3,278
	0,00384
	AF040723
	HAP1
	huntingtin-associated protein 1 (neuroan 1)

	201030_x_at
	3,276
	0,00318
	NM_002300
	LDHB
	lactate dehydrogenase B

	1563511_at
	3,275
	0,00113
	AL831931
	LOC285797
	Hypothetical gene supported by AL831931 (LOC401282), mRNA

	201914_s_at
	3,274
	0,00218
	AK001465
	SEC63
	SEC63-like (S. cerevisiae)

	1554813_at
	3,271
	0,00395
	BC009340
	
	Homo sapiens cDNA clone IMAGE:4128659, **** WARNING: chimeric clone ****.

	223857_x_at
	3,269
	0,00134
	BC002583
	LOC51234
	hypothetical protein LOC51234

	1555775_a_at
	3,268
	0,0337
	AY191416
	ZAR1
	zygote arrest 1

	1553959_a_at
	3,266
	0,00171
	N95564
	CDH24
	UDP-Gal:betaGal beta 1,3-galactosyltransferase polypeptide 6

	225467_s_at
	3,266
	0,0405
	BG163591
	B3GALT6
	Transcribed sequence with weak  similarity to protein ref:NP_060219.1 (H.sapiens)  hypothetical protein FLJ20294 [Homo sapiens]

	230157_at
	3,266
	0,00596
	AL137477
	RDH13
	cadherin-like 24

	202794_at
	3,265
	0,0139
	NM_002194
	LIG3
	inositol polyphosphate-1-phosphatase

	204123_at
	3,265
	0,000815
	NM_013975
	INPP1
	ligase III, DNA, ATP-dependent

	224321_at
	3,262
	0,00436
	AB004064
	TMEFF2
	TR; Homo sapiens mRNA for tomoregulin, complete cds.

	209404_s_at
	3,259
	0,0246
	AF151867
	CGI-109
	Homo sapiens CGI-109 protein mRNA, complete cds.

	228095_at
	3,257
	0,00866
	AA608749
	PHF14
	PHD finger protein 14

	241021_at
	3,257
	0,0119
	AW016637
	PRR5
	UI-H-BI0p-abn-g-12-0-UI.s1 NCI_CGAP_Sub2 Homo sapiens cDNA clone IMAGE:2712407 3', mRNA sequence.

	204953_at
	3,254
	0,0149
	NM_014841
	SNAP91
	synaptosomal-associated protein, 91kDa homolog (mouse)

	206993_at
	3,253
	0,0162
	NM_015684
	ATP5S
	ATP synthase, H+ transporting, mitochondrial F0 complex, subunit s (factor B)

	201463_s_at
	3,25
	0,0147
	NM_006755
	HEXA
	transaldolase 1

	201765_s_at
	3,25
	0,00393
	AL523158
	TALDO1
	hexosaminidase A (alpha polypeptide)

	234671_at
	3,248
	0,00285
	AJ406934
	KRTAP4-2
	keratin associated protein 4-2

	208519_x_at
	3,245
	0,0151
	NM_001501
	C14orf143
	gonadotropin-releasing hormone 2

	214264_s_at
	3,245
	0,00708
	AI656610
	GNRH2
	chromosome 14 open reading frame 143

	201742_x_at
	3,243
	0,000154
	NM_006924
	SFRS1
	splicing factor, arginine/serine-rich 1 (splicing factor 2, alternate splicing factor)

	221602_s_at
	3,24
	0,047
	AF057557
	TOSO
	regulator of Fas-induced apoptosis

	225524_at
	3,24
	0,0217
	AU152178
	ANTXR2
	anthrax toxin receptor 2

	1553178_a_at
	3,23
	0,0065
	NM_001051
	SSTR3
	somatostatin receptor 3

	211318_s_at
	3,224
	0,0262
	U85943
	RAE1
	41 kDa protein; Homo sapiens mRNA-associated protein mrnp41 mRNA, complete cds.

	244267_at
	3,22
	0,0037
	AA237039
	SATB1
	Transcribed sequences

	230145_at
	3,219
	0,000313
	AW014485
	LOC56931
	hypothetical protein from EUROIMAGE 1967720

	222363_at
	3,218
	0,0227
	AW979018
	
	Transcribed sequences

	211784_s_at
	3,215
	0,000357
	BC006181
	SFRS1
	Homo sapiens cDNA clone IMAGE:3501687, **** WARNING: chimeric clone ****.

	1564336_at
	3,214
	0,0206
	AK056734
	
	CDNA FLJ32172 fis, clone PLACE6000555

	233717_x_at
	3,213
	0,00804
	AK024098
	SMO
	Homo sapiens cDNA FLJ14036 fis, clone HEMBA1004709.

	1559502_s_at
	3,211
	0,0139
	AJ422148
	LRRC25
	leucine rich repeat containing 25

	215773_x_at
	3,211
	0,00833
	AJ236912
	ADPRTL2
	ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)-like 2

	236522_at
	3,21
	0,0154
	AI051247
	NFIA
	Transcribed sequences

	204806_x_at
	3,208
	0,000161
	NM_018950
	HLA-F
	major histocompatibility complex, class I, F

	1570491_at
	3,205
	0,00249
	BC024236
	
	Homo sapiens, clone IMAGE:4717287, mRNA.

	223421_at
	3,205
	0,000618
	BC005073
	MGC13010
	hypothetical protein MGC13010

	1552410_at
	3,204
	0,00397
	NM_173535
	CLECSF13
	C-type (calcium dependent, carbohydrate-recognition domain) lectin, superfamily member 13

	240569_at
	3,197
	0,0176
	AV688087
	
	AV688087 GKC Homo sapiens cDNA clone GKCDMG10 5', mRNA sequence.

	244186_at
	3,197
	0,0031
	AI079551
	C10orf11
	Transcribed sequences

	209817_at
	3,196
	2,63E-05
	M29550
	PPP3CB
	protein phosphatase 3 (formerly 2B), catalytic subunit, beta isoform (calcineurin A beta)

	208290_s_at
	3,191
	0,00334
	NM_001969
	FLJ20400
	eukaryotic translation initiation factor 5

	224732_at
	3,191
	0,0286
	AI309784
	EIF5
	CTF8, chromosome transmission fidelity factor 8 homolog (S. cerevisiae)

	1557455_s_at
	3,19
	0,00053
	AF086333
	MOSPD1
	motile sperm domain containing 1

	229118_at
	3,186
	0,0212
	W93705
	
	CDNA FLJ43362 fis, clone NT2RP7017365

	211098_x_at
	3,184
	0,000132
	AF277194
	LOC54499
	putative membrane protein

	1570026_at
	3,182
	0,00315
	BC027623
	LOC119587
	hypothetical protein LOC119587

	224376_s_at
	3,176
	0,000245
	AF274948
	C20orf24
	chromosome 20 open reading frame 24

	219404_at
	3,173
	0,0194
	NM_024526
	EPS8L3
	EPS8-like 3

	223367_at
	3,172
	0,03
	BC005056
	WBSCR18
	syntaxin 1A (brain)

	213736_at
	3,171
	0,0281
	AI557312
	COX5B
	cytochrome c oxidase subunit Vb

	205246_at
	3,166
	0,00408
	NM_002618
	PEX13
	peroxisome biogenesis factor 13

	225675_at
	3,165
	0,00112
	AW976269
	C17orf65
	chromosome 14 open reading frame 101

	235750_at
	3,165
	0,0239
	AA130054
	C14orf101
	Transcribed sequence with moderate similarity to protein ref:NP_060265.1 (H.sapiens)  hypothetical protein FLJ20378 [Homo sapiens]

	203557_s_at
	3,159
	0,00401
	NM_000281
	ANK3
	6-pyruvoyl-tetrahydropterin synthase/dimerization cofactor of hepatocyte nuclear factor 1 alpha (TCF1)

	207950_s_at
	3,159
	0,0205
	NM_001149
	PCBD
	ankyrin 3, node of Ranvier (ankyrin G)

	1561398_at
	3,15
	0,00435
	AI190603
	
	CDNA FLJ36044 fis, clone TESTI2017584

	1554305_at
	3,143
	0,0258
	BC014233
	MGC20647
	leukemia inhibitory factor (cholinergic differentiation factor)

	1560346_at
	3,143
	0,00988
	AL080057
	HBS1L
	MRNA; cDNA DKFZp564D032 (from clone DKFZp564D032)

	209069_s_at
	3,142
	0,0018
	BC001124
	H3F3B
	H3 histone, family 3B (H3.3B)

	205644_s_at
	3,141
	0,00782
	NM_003096
	SNRPG
	small nuclear ribonucleoprotein polypeptide G

	239932_at
	3,137
	0,00864
	BF435593
	KCNIP3
	Transcribed sequences

	1562271_x_at
	3,136
	0,0179
	AL831814
	ARHGEF7
	Rho guanine nucleotide exchange factor (GEF) 7

	1559494_at
	3,134
	0,0201
	AK096029
	TMEM22
	CDNA FLJ38710 fis, clone KIDNE2002980

	1554261_at
	3,131
	0,0238
	BC015667
	KBTBD9
	kelch repeat and BTB (POZ) domain containing 9

	223437_at
	3,129
	0,00711
	N48315
	MGC2452
	hypothetical protein MGC2452

	227293_at
	3,129
	0,000503
	AI264003
	LNX
	ligand of numb-protein X

	1554694_at
	3,128
	0,0112
	AF413522
	C10orf9
	Homo sapiens cyclin-box carrying protein (CBCP1) mRNA, complete cds.

	201397_at
	3,125
	0,00324
	NM_006623
	PHGDH
	phosphoglycerate dehydrogenase

	217480_x_at
	3,124
	0,0163
	M20812
	IGKC
	Ig kappa chain; Human kappa-immunoglobulin germline pseudogene (cos118) variable region (subgroup V kappa I).

	203922_s_at
	3,123
	0,00302
	AI308863
	DIO2
	cytochrome b-245, beta polypeptide (chronic granulomatous disease)

	210819_x_at
	3,123
	0,0208
	AB041844
	CYBB
	deiodinase, iodothyronine, type II

	205606_at
	3,119
	0,0434
	NM_002336
	LRP6
	low density lipoprotein receptor-related protein 6

	208153_s_at
	3,118
	0,00561
	NM_001447
	FAT2
	FAT tumor suppressor homolog 2 (Drosophila)

	222578_s_at
	3,114
	0,0352
	AW516242
	UBE1DC1
	ubiquitin-activating enzyme E1-domain containing 1

	218954_s_at
	3,113
	0,00467
	AF298153
	BRF2
	BRF2, subunit of RNA polymerase III transcription initiation factor, BRF1-like

	222100_at
	3,109
	0,0405
	AV650427
	CYP2E1
	cytochrome P450, family 2, subfamily E, polypeptide 1

	224999_at
	3,106
	0,0272
	BE878463
	EGFR
	CDNA: FLJ23165 fis, clone LNG09846

	236152_at
	3,103
	0,0113
	AW135330
	PAGE-5
	PAGE-5 protein

	218387_s_at
	3,102
	0,0352
	NM_012088
	PGLS
	6-phosphogluconolactonase

	204774_at
	3,095
	0,00169
	NM_014210
	EVI2A
	ecotropic viral integration site 2A

	205401_at
	3,093
	0,00364
	NM_003659
	AGPS
	alkylglycerone phosphate synthase

	222049_s_at
	3,091
	0,0216
	AA908769
	RBP4
	retinol binding protein 4, plasma

	205506_at
	3,089
	0,0102
	NM_007127
	APOM
	villin 1

	205682_x_at
	3,089
	0,0183
	NM_019101
	VIL1
	apolipoprotein M

	219375_at
	3,087
	0,0138
	NM_006090
	CEPT1
	choline/ethanolaminephosphotransferase

	219166_at
	3,083
	0,00318
	NM_018139
	C14orf104
	chromosome 14 open reading frame 104

	1555291_at
	3,082
	0,00799
	AY118267
	TRPV3
	transient receptor potential cation channel, subfamily V, member 3

	216530_at
	3,081
	0,0132
	AL137435
	
	Homo sapiens mRNA; cDNA DKFZp761G0924 (from clone DKFZp761G0924).

	231078_at
	3,079
	0,00678
	H69701
	MSCP
	mitochondrial solute carrier protein

	234132_at
	3,078
	0,0143
	AK021831
	USP45
	CDNA FLJ11769 fis, clone HEMBA1005755

	235247_at
	3,077
	0,00316
	AI224578
	
	Transcribed sequences

	1558869_at
	3,063
	0,00463
	BG707880
	LOC55871
	602671067F1 NIH_MGC_96 Homo sapiens cDNA clone IMAGE:4793848 5', mRNA sequence.

	210801_at
	3,063
	0,00335
	BC002841
	
	putative dimethyladenosine transferase

	220175_s_at
	3,063
	0,00403
	NM_020667
	HSA9761
	Homo sapiens COBW-like protein (LOC55871), mRNA.

	202740_at
	3,062
	0,00786
	NM_000666
	ACY1
	aminoacylase 1

	216295_s_at
	3,058
	0,000526
	X81636
	CLTA
	H.sapiens clathrin light chain a gene.

	204313_s_at
	3,057
	0,00145
	AA161486
	CREB1
	cAMP responsive element binding protein 1

	221069_s_at
	3,052
	0,0124
	NM_016360
	LOC51204
	clone HQ0477 PRO0477p

	1561323_at
	3,05
	0,0181
	BC042049
	LOC339975
	Hypothetical protein LOC339975, mRNA (cDNA clone IMAGE:5548761), partial cds

	207526_s_at
	3,045
	0,00826
	NM_003856
	IL1RL1
	interleukin 1 receptor-like 1

	1553924_at
	3,044
	0,0164
	NM_138784
	LOC116123
	hypothetical protein BC014341

	218191_s_at
	3,043
	0,0144
	NM_018368
	C6orf209
	chromosome 6 open reading frame 209

	213835_x_at
	3,041
	0,000828
	AL524262
	
	AL524262 Homo sapiens NEUROBLASTOMA COT 25-NORMALIZED Homo sapiens cDNA clone CS0DC002YD01 3-PRIME, mRNA sequence.

	238747_at
	3,041
	0,0105
	R45692
	GTPBP3
	yg45g10.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:35729 3', mRNA sequence.

	1555578_at
	3,04
	0,00134
	BC029442
	IMAP1
	Homo sapiens mRNA similar to immunity associated protein 1 (cDNA clone IMAGE:4618467).

	208978_at
	3,037
	0,0218
	U36190
	CRIP2
	cysteine-rich protein 2

	1566990_x_at
	3,036
	0,0326
	Y08266
	SCRN2
	AT rich interactive domain 1B (SWI1-like)

	228730_s_at
	3,036
	0,000505
	AW006952
	ARID1B
	secernin 2

	1558152_at
	3,032
	0,0232
	BE092211
	TSPAN4
	IL2-BT0734-240400-071-D01 BT0734 Homo sapiens cDNA, mRNA sequence.

	212107_s_at
	3,03
	0,0249
	BE561014
	DHX9
	DEAH (Asp-Glu-Ala-His) box polypeptide 9

	238349_at
	3,029
	0,0248
	AW967956
	FLJ25778
	hypothetical protein FLJ25778

	203748_x_at
	3,026
	0,00767
	NM_016839
	RBMS1
	RNA binding motif, single stranded interacting protein 1

	232112_at
	3,025
	0,0155
	AW504453
	RALGPS2
	Ral-A exchange factor RalGPS2

	1570373_at
	3,023
	0,0216
	BC035586
	FLJ31413
	Similar to KIAA1285 protein (LOC393066), mRNA

	209286_at
	3,022
	0,0389
	AI754416
	RPL3
	CDC42 effector protein (Rho GTPase binding) 3

	212039_x_at
	3,022
	0,000822
	BG339228
	CDC42EP3
	ribosomal protein L3

	218298_s_at
	3,02
	0,0137
	NM_024952
	C14orf159
	chromosome 14 open reading frame 159

	210079_x_at
	3,016
	0,000584
	U16953
	KCNAB1
	potassium voltage-gated channel, shaker-related subfamily, beta member 1

	201722_s_at
	3,015
	0,0475
	AV692127
	GALNT1
	UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 1 (GalNAc-T1)

	204024_at
	3,014
	0,00725
	NM_004337
	C8orf1
	chromosome 8 open reading frame 1

	230552_at
	3,012
	0,0499
	AI936524
	LOC284412
	Hypothetical protein LOC284412, mRNA (cDNA clone IMAGE:5295390), partial cds

	1568929_at
	3,004
	0,0204
	AF289611
	MTA1
	metastasis associated 1

	207347_at
	3,003
	0,019
	NM_000124
	ERCC6
	piggyBac transposable element derived 3

	1558685_a_at
	3,002
	0,00335
	BC009467
	LOC158960
	Homo sapiens, clone IMAGE:3613029, mRNA, partial cds.

	215271_at
	3,002
	0,00399
	BF432086
	TNN
	tenascin N

	238530_at
	3,001
	0,00526
	BF695396
	NNT
	602083290F1 NIH_MGC_81 Homo sapiens cDNA clone IMAGE:4247399 5', mRNA sequence.

	206107_at
	3
	0,0266
	NM_003834
	RGS11
	regulator of G-protein signalling 11

	206108_s_at
	2,999
	0,0154
	NM_006275
	SFRS6
	splicing factor, arginine/serine-rich 6

	218291_at
	2,996
	0,00914
	NM_014017
	GALNT14
	mitogen-activated protein-binding protein-interacting protein

	225617_at
	2,989
	0,0265
	AL138382
	LOC286260
	outer dense fiber of sperm tails 2

	232420_x_at
	2,989
	0,00683
	AA706480
	ODF2
	hypothetical protein LOC286260

	1562442_a_at
	2,987
	0,0223
	BC008402
	SSBP1
	single-stranded DNA binding protein 1

	203394_s_at
	2,987
	0,0183
	BE973687
	DLG3
	hairy and enhancer of split 1, (Drosophila)

	209759_s_at
	2,987
	0,0386
	BC002746
	DCI
	dodecenoyl-Coenzyme A delta isomerase (3,2 trans-enoyl-Coenzyme A isomerase)

	212728_at
	2,987
	8,51E-05
	T62872
	HES1
	yc03d01.s1 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:79585 3', mRNA sequence.

	233785_at
	2,985
	0,0265
	AB037733
	ADAMTS9
	a disintegrin-like and metalloprotease (reprolysin type) with thrombospondin type 1 motif, 9

	1561141_at
	2,984
	0,0142
	AF086258
	
	Full length insert cDNA clone ZD41F01

	1564430_at
	2,979
	0,000752
	BC007549
	XTP2
	HBxAg transactivated protein 2

	211765_x_at
	2,979
	0,00628
	BC005982
	LSM4
	peptidylprolyl isomerase A (cyclophilin A)

	212924_s_at
	2,979
	0,0463
	N37057
	PPIA
	LSM4 homolog, U6 small nuclear RNA associated (S. cerevisiae)

	216470_x_at
	2,977
	0,00162
	AF009664
	PRSS3
	

	229337_at
	2,977
	0,0253
	AW274034
	USP2
	ubiquitin specific protease 2

	53987_at
	2,976
	0,0244
	AL041852
	RANBP10
	Ran-binding protein 10

	201293_x_at
	2,975
	0,00681
	NM_021130
	PPIA
	peptidylprolyl isomerase A (cyclophilin A)

	225245_x_at
	2,975
	0,00384
	BG386566
	H2AFJ
	H2A histone family, member J

	207040_s_at
	2,973
	0,0159
	NM_003932
	ST13
	suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting protein)

	211762_s_at
	2,973
	0,0317
	BC005978
	KPNA2
	karyopherin alpha 2 (RAG cohort 1, importin alpha 1)

	214733_s_at
	2,973
	0,00277
	AL031427
	DJ167A19.1
	Human DNA sequence from clone RP1-167A19 on chromosome 1p32.1-33, complete sequence.

	210416_s_at
	2,972
	0,00101
	BC004207
	CHEK2
	CHK2 checkpoint homolog (S. pombe)

	213663_s_at
	2,969
	0,0457
	AI740515
	FLJ20152
	hypothetical protein FLJ20152

	207139_at
	2,968
	0,0113
	NM_000704
	ATP4A
	ATPase, H+/K+ exchanging, alpha polypeptide

	209875_s_at
	2,966
	0,00814
	M83248
	SPP1
	secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early T-lymphocyte activation 1)

	208942_s_at
	2,963
	0,00587
	BE866511
	dJ222E13.1
	translocation protein 1

	217284_x_at
	2,963
	0,0155
	AL589866
	TLOC1
	kraken-like

	206407_s_at
	2,959
	0,000673
	NM_005408
	CCL13
	chemokine (C-C motif) ligand 13

	219411_at
	2,955
	0,00181
	NM_024712
	ELMO3
	engulfment and cell motility 3 (ced-12 homolog, C. elegans)

	237771_s_at
	2,952
	0,00853
	AW340015
	
	Transcribed sequences

	1564264_at
	2,951
	0,0079
	BC036799
	
	Clone IMAGE:5590162, mRNA

	231608_at
	2,951
	0,0156
	H10408
	
	ym08g04.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:47295 3', mRNA sequence.

	227890_at
	2,949
	0,038
	AL524643
	MGC99813
	CDNA FLJ41180 fis, clone BRACE2043142

	240369_at
	2,945
	0,0253
	AW195569
	TTC7
	tetratricopeptide repeat domain 7

	1558826_at
	2,944
	0,000768
	AL713683
	SLC13A2
	chromosome 20 open reading frame 174

	239805_at
	2,944
	0,000277
	AW136060
	C20orf174
	UI-H-BI1-aby-a-05-0-UI.s1 NCI_CGAP_Sub3 Homo sapiens cDNA clone IMAGE:2713256 3', mRNA sequence.

	34697_at
	2,94
	0,0419
	AF074264
	LRP6
	low density lipoprotein receptor-related protein 6

	1555411_a_at
	2,933
	0,0114
	AF367476
	CCNL1
	cyclin L1

	203512_at
	2,932
	0,0231
	NM_014408
	TRAPPC3
	trafficking protein particle complex 3

	1559031_at
	2,931
	0,0321
	BM726977
	
	CDNA FLJ30609 fis, clone CTONG2000480

	1566974_at
	2,931
	0,0138
	AL833846
	
	MRNA; cDNA DKFZp434M1135 (from clone DKFZp434M1135)

	236466_at
	2,931
	0,00347
	AW977497
	EXOSC10
	Transcribed sequences

	237336_at
	2,929
	0,0208
	AW002864
	ADD2
	adducin 2 (beta)

	203507_at
	2,928
	0,00987
	NM_001251
	SCAMP4
	CD68 antigen

	213244_at
	2,928
	0,0125
	AI207792
	CD68
	secretory carrier membrane protein 4

	1557893_a_at
	2,926
	0,0124
	BE044564
	
	Clone IMAGE:5266893, mRNA

	209214_s_at
	2,925
	0,00967
	BC004817
	EWSR1
	Ewing sarcoma breakpoint region 1

	240266_at
	2,923
	0,00295
	AI610218
	INTS7
	Transcribed sequences

	220658_s_at
	2,922
	0,0206
	NM_020183
	ARNTL2
	aryl hydrocarbon receptor nuclear translocator-like 2

	224265_s_at
	2,921
	0,0207
	AF332980
	ZAN
	zonadhesin

	217420_s_at
	2,92
	0,0289
	M21610
	POLR2A
	polymerase (RNA) II (DNA directed) polypeptide A, 220kDa

	238012_at
	2,919
	0,000597
	AI620209
	DPP7
	tu54d10.x1 NCI_CGAP_Pr28 Homo sapiens cDNA clone IMAGE:2254867 3' similar to contains element TAR1 repetitive element ;, mRNA sequence.

	221601_s_at
	2,918
	0,0153
	AI084226
	TOSO
	regulator of Fas-induced apoptosis

	207072_at
	2,91
	0,00228
	NM_003853
	IL18RAP
	interleukin 18 receptor accessory protein

	222789_at
	2,905
	0,0424
	R45958
	FLJ11220
	yg31f09.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:33967 3' similar to gb:L19437 TRANSALDOLASE (HUMAN);, mRNA sequence.

	226568_at
	2,903
	0,00141
	AI478747
	LOC284611
	Similar to RIKEN cDNA C230093N12 (LOC388659), mRNA

	203805_s_at
	2,9
	0,00533
	AW083279
	FANCA
	Fanconi anemia, complementation group A

	213571_s_at
	2,899
	0,012
	BF516289
	FLJ22222
	eukaryotic translation initiation factor 4E-like 3

	64438_at
	2,899
	0,012
	W19668
	EIF4EL3
	hypothetical protein FLJ22222

	202762_at
	2,898
	0,00923
	AL049383
	ROCK2
	Rho-associated, coiled-coil containing protein kinase 2

	1553328_a_at
	2,897
	0,0374
	NM_003054
	SLC18A2
	solute carrier family 18 (vesicular monoamine), member 2

	220703_at
	2,895
	0,0255
	NM_018470
	C10orf110
	uncharacterized hypothalamus protein HT009

	1565535_x_at
	2,894
	0,03
	M74301
	JTV1
	Human immunoglobulin truncated mu-chain mRNA, 5' end.

	209971_x_at
	2,894
	0,0266
	AI928526
	OR7E47P
	heme-regulated initiation factor 2-alpha kinase

	216698_x_at
	2,894
	0,0273
	AF065854
	IGHM
	OR11-3; olfactory receptor; Homo sapiens OR7E12P pseudogene, complete sequence.

	240834_at
	2,892
	0,00719
	AI813337
	LOC90268
	hypothetical protein BC007706

	241343_at
	2,892
	0,00564
	BF127479
	RNASEH1
	ribonuclease H1

	1553612_at
	2,89
	0,0148
	NM_058230
	ZNF354B
	zinc finger protein 354B

	205138_s_at
	2,886
	0,00352
	AW418882
	UST
	uronyl-2-sulfotransferase

	241301_at
	2,885
	0,0373
	AA694187
	RAB22A
	Transcribed sequences

	223509_at
	2,883
	0,000221
	AF177340
	CLDN2
	claudin 2

	207843_x_at
	2,882
	0,0247
	NM_001914
	CYB5
	cytochrome b-5

	228043_at
	2,882
	0,0074
	AK022849
	FLJ12787
	hypothetical protein FLJ12787

	1554574_a_at
	2,881
	0,0412
	AF361370
	DIA1
	diaphorase (NADH) (cytochrome b-5 reductase)

	1561472_at
	2,878
	0,00873
	BC035175
	OR10D3P
	CDNA clone IMAGE:5266004, partial cds

	1567253_at
	2,878
	0,0123
	X64983
	LOC728805
	H.sapiens mRNA HTPCRX09 for olfactory receptor.

	204845_s_at
	2,877
	0,0444
	NM_001977
	ENPEP
	glutamyl aminopeptidase (aminopeptidase A)

	1562691_at
	2,872
	0,0132
	BC042062
	
	Clone IMAGE:5723690, mRNA

	225838_at
	2,871
	0,0129
	AK002010
	EPC2
	DKFZP566F2124 protein

	235315_at
	2,871
	0,0027
	AI809519
	TGFB1I4
	transforming growth factor beta-stimulated protein TSC-22

	206432_at
	2,87
	0,00489
	NM_005328
	HAS2
	hyaluronan synthase 2

	216328_at
	2,869
	0,022
	AF287892
	SIGLEC8
	Siglec8 splice variant; splice variant of the sequence of GenBank Accession Number AF195092; Homo sapiens sialic acid binding immunoglobulin-like lectin 8 long splice variant (Siglec8) gene, complete cds.

	221423_s_at
	2,868
	0,00175
	NM_030799
	SMAP-5
	golgi membrane protein SB140

	201118_at
	2,864
	0,00965
	NM_002631
	PLK1
	phosphogluconate dehydrogenase

	202240_at
	2,864
	0,025
	NM_005030
	KCNE3
	polo-like kinase 1 (Drosophila)

	222923_s_at
	2,864
	0,0204
	AF302494
	PGD
	potassium voltage-gated channel, Isk-related family, member 3

	212696_s_at
	2,858
	0,00311
	BF968633
	FLJ42351
	ring finger protein 4

	230452_at
	2,858
	0,00942
	AI939400
	RNF4
	CDNA FLJ42351 fis, clone UTERU2005664

	205599_at
	2,857
	0,011
	NM_005658
	TRAF1
	TNF receptor-associated factor 1

	1558954_at
	2,854
	0,00869
	BC028232
	
	Clone IMAGE:5221276, mRNA, partial cds

	214724_at
	2,851
	0,00495
	AF070621
	DIXDC1
	DIX domain containing 1

	1553589_a_at
	2,85
	0,0374
	NM_005764
	MAP17
	membrane-associated protein 17

	1553045_at
	2,848
	0,00404
	NM_003395
	WNT9A
	wingless-type MMTV integration site family, member 9A

	1559172_at
	2,848
	0,00323
	AA203121
	ANK1
	CDNA FLJ25307 fis, clone SYN00302

	213907_at
	2,846
	0,0328
	N32257
	EEF1E1
	eukaryotic translation elongation factor 1 epsilon 1

	1557679_at
	2,845
	0,0416
	BC038783
	C8orf68
	Clone IMAGE:5271578, mRNA

	234796_at
	2,841
	0,0251
	AC004882
	CABP7
	Homo sapiens PAC clone RP1-76B20 from 22, complete sequence.

	208483_x_at
	2,84
	0,000983
	NM_004138
	KRTHA3A
	keratin, hair, acidic, 3A

	209218_at
	2,838
	0,0283
	AF098865
	SQLE
	squalene epoxidase

	203377_s_at
	2,836
	0,046
	NM_015891
	CDC40
	cell division cycle 40 homolog (yeast)

	219481_at
	2,835
	0,0425
	NM_024525
	TTC13
	tetratricopeptide repeat domain 13

	219744_at
	2,826
	0,00178
	NM_022158
	FN3K
	fructosamine-3-kinase

	1557347_at
	2,82
	0,0211
	N21605
	FLJ12847
	hypothetical protein FLJ12847

	203147_s_at
	2,82
	0,0226
	BE962483
	FLJ12525
	tripartite motif-containing 14

	221670_s_at
	2,82
	0,027
	AF156888
	LHX3
	LIM homeobox 3

	234878_at
	2,82
	0,00266
	AL050306
	TRIM14
	Human DNA sequence from clone RP3-475B7 on chromosome Xq12.1-13, complete sequence.

	217180_at
	2,819
	0,000137
	X79782
	LOC96610
	H.sapiens (T1.1) mRNA for IG lambda light chain

	1556213_a_at
	2,817
	0,0143
	BC028229
	BTG3
	Homo sapiens, clone IMAGE:5240818, mRNA.

	212661_x_at
	2,817
	0,00771
	BE731738
	PPIA
	Transcribed sequence with strong similarity to protein pdb:2RMA (H.sapiens) S Chain S, Cyclophilin A

	238808_at
	2,814
	0,00886
	R33750
	HOXA13
	homeo box A13

	208631_s_at
	2,811
	0,031
	U04627
	ARHGAP21
	hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), alpha subunit

	224764_at
	2,811
	0,0354
	AB037845
	HADHA
	Rho GTPase activating protein 21

	209945_s_at
	2,81
	6,63E-05
	BC000251
	GSK3B
	glycogen synthase kinase 3 beta

	216832_at
	2,81
	0,00507
	AF018283
	CBFA2T1
	core-binding factor, runt domain, alpha subunit 2; translocated to, 1; cyclin D-related

	202493_x_at
	2,808
	0,0228
	NM_001317
	CSH1
	chorionic somatomammotropin hormone 1 (placental lactogen)

	233712_at
	2,806
	0,00299
	AL137602
	ZNF44
	zinc finger protein 44 (KOX 7)

	236990_at
	2,805
	0,00464
	AV699382
	EIF2AK3
	AV699382 GKC Homo sapiens cDNA clone GKCFVD08 3', mRNA sequence.

	210354_at
	2,803
	0,00963
	M29383
	IFNG
	Human mRNA for HuIFN-gamma interferon.

	220619_at
	2,802
	0,0127
	NM_017783
	KIAA1416
	

	1562953_s_at
	2,801
	0,0474
	BC019264
	FBI4
	CDNA FLJ42672 fis, clone BRAMY2026533

	204764_at
	2,8
	0,0351
	NM_002028
	FNTB
	farnesyltransferase, CAAX box, beta

	240294_at
	2,798
	0,0202
	T95327
	HIPK2
	homeodomain interacting protein kinase 2

	230726_at
	2,797
	0,00152
	N32856
	MRPL38
	mitochondrial ribosomal protein L38

	242371_x_at
	2,796
	0,00708
	AW974747
	
	EST386837 MAGE resequences, MAGN Homo sapiens cDNA, mRNA sequence.

	1563173_at
	2,795
	0,0187
	AL832272
	
	MRNA; cDNA DKFZp667P1917 (from clone DKFZp667P1917)

	1568796_at
	2,788
	0,00487
	BC018040
	COPZ2
	Similar to hypothetical protein 4930562D19 (LOC388891), mRNA

	219561_at
	2,788
	0,00273
	NM_016429
	SF3A1
	coatomer protein complex, subunit zeta 2

	209794_at
	2,786
	0,0126
	AB007871
	SRGAP2
	SLIT-ROBO Rho GTPase activating protein 2

	226574_at
	2,785
	0,0097
	AI872384
	PSPC1
	paraspeckle component 1

	1566967_at
	2,784
	0,00893
	AK024556
	SPRY4
	Homo sapiens cDNA: FLJ20903 fis, clone ADSE00222.

	211378_x_at
	2,784
	0,0269
	BC001224
	IGKC
	Homo sapiens cDNA clone IMAGE:3354306, **** WARNING: chimeric clone ****.

	215176_x_at
	2,784
	0,0108
	AW404894
	
	Partial mRNA for immunoglobulin light chain variable region (IGLV gene), clone RN86

	207822_at
	2,783
	0,0288
	NM_023107
	FGFR1
	fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, Pfeiffer syndrome)

	212153_at
	2,781
	0,00355
	AB007930
	POGZ
	pogo transposable element with ZNF domain

	1562778_at
	2,78
	0,00384
	AK097419
	LOC401565; HSD46; FLJ40100
	Similar to 4931415M17 protein (LOC401565), mRNA

	231317_at
	2,78
	0,00251
	AI741779
	FLJ31164
	wg22h02.x1 Soares_NSF_F8_9W_OT_PA_P_S1 Homo sapiens cDNA clone IMAGE:2365875 3' similar to contains Alu repetitive element;contains element TAR1 TAR1 repetitive element ;, mRNA sequence.

	227704_at
	2,778
	0,00365
	N21279
	C19orf12
	yx53c01.s1 Soares melanocyte 2NbHM Homo sapiens cDNA clone IMAGE:265440 3', mRNA sequence.

	213221_s_at
	2,777
	0,035
	AB018324
	SIK2
	salt-inducible serine/threonine kinase 2

	221557_s_at
	2,776
	0,00566
	AI762816
	LEF1
	lymphoid enhancer-binding factor 1

	233656_s_at
	2,774
	0,00202
	AL359939
	VPS54
	vacuolar protein sorting 54 (yeast)

	217153_at
	2,769
	0,0106
	U62794
	ARHGAP1
	Rho GTPase activating protein 1

	228453_at
	2,769
	0,0174
	AW004076
	LOC284267
	KIAA1632 protein

	229257_at
	2,768
	0,0162
	AI625045
	KIAA1856
	ts49b01.x1 NCI_CGAP_Ut1 Homo sapiens cDNA clone IMAGE:2231881 3' similar to contains element MSR1 repetitive element ;, mRNA sequence.

	201116_s_at
	2,766
	0,00116
	AI922855
	CPE
	carboxypeptidase E

	225282_at
	2,765
	0,00461
	AL137764
	LOC64744
	hypothetical protein AL133206

	232680_at
	2,764
	0,00452
	AI352424
	PWWP1
	PWWP domain containing 1

	202990_at
	2,76
	0,00352
	NM_002863
	PYGL
	phosphorylase, glycogen; liver (Hers disease, glycogen storage disease type VI)

	210992_x_at
	2,755
	0,00342
	U90939
	FCGR2A
	Fc fragment of IgG, low affinity IIa, receptor for (CD32)

	203278_s_at
	2,754
	0,0435
	NM_016621
	MAP3K13
	BRAF35/HDAC2 complex (80 kDa)

	206249_at
	2,754
	0,0043
	NM_004721
	BHC80
	mitogen-activated protein kinase kinase kinase 13

	207677_s_at
	2,753
	0,00499
	NM_013416
	MMP28
	neutrophil cytosolic factor 4, 40kDa

	239273_s_at
	2,753
	0,00246
	AI927208
	NCF4
	matrix metalloproteinase 28

	36475_at
	2,752
	0,00121
	Z97630
	GCAT
	

	1566096_x_at
	2,748
	0,00997
	AL833074
	ARHGEF12
	Rho guanine nucleotide exchange factor (GEF) 12

	221484_at
	2,748
	0,00129
	BF691447
	B4GALT5
	UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 5

	1559072_a_at
	2,747
	0,00126
	BC032083
	KIAA1904
	KIAA1904 protein

	221870_at
	2,747
	0,0138
	AI417917
	EHD2
	EH-domain containing 2

	215343_at
	2,746
	0,00729
	AF070587
	KIAA1509
	Clone 24741 mRNA sequence

	223134_at
	2,746
	0,00227
	AI795970
	BBX
	bobby sox homolog (Drosophila)

	239188_at
	2,745
	0,0497
	AA838428
	C14orf10
	chromosome 14 open reading frame 10

	213212_x_at
	2,744
	0,011
	AI632181
	LOC161527
	Transcribed sequence with weak  similarity to protein ref:NP_061122.1 (H.sapiens)  golgin-like protein [Homo sapiens]

	211978_x_at
	2,742
	0,00972
	AI708767
	S100A15
	peptidylprolyl isomerase A (cyclophilin A)

	232170_at
	2,742
	0,0415
	AJ243672
	PPIA
	S100 calcium binding protein A15

	213570_at
	2,741
	0,0281
	BF516289
	EIF4EL3
	eukaryotic translation initiation factor 4E-like 3

	202885_s_at
	2,738
	0,0438
	AF163473
	TSC2
	protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 65), beta isoform

	215624_at
	2,738
	0,0157
	AU147962
	PPP2R1B
	tuberous sclerosis 2

	225745_at
	2,737
	0,00421
	AV725248
	LRP6
	low density lipoprotein receptor-related protein 6

	1561650_s_at
	2,734
	0,0105
	AI190879
	LOC285692
	taste receptor, type 2, member 1

	1565651_at
	2,733
	0,00613
	BI868311
	SSRP1
	CDNA FLJ33210 fis, clone ADRGL2008535

	200957_s_at
	2,733
	0,0266
	NM_003146
	ARF1
	structure specific recognition protein 1

	1553887_at
	2,732
	0,0155
	NM_173635
	FLJ40235
	hypothetical protein FLJ40235

	208723_at
	2,732
	0,00869
	BC000350
	USP11
	ubiquitin specific protease 11

	200078_s_at
	2,731
	0,00631
	BC005876
	ATP6V0B
	ATPase, H+ transporting, lysosomal 21kDa, V0 subunit c''

	1556059_s_at
	2,729
	0,00539
	BM992098
	HSPC047
	SMART/HDAC1 associated repressor protein

	220692_at
	2,729
	0,019
	NM_014147
	ECHDC3
	HSPC047 protein

	239574_at
	2,729
	0,0482
	AA894564
	SHARP
	Transcribed sequences

	233331_at
	2,728
	0,0157
	AY010114
	
	Unknown mRNA sequence

	1567298_at
	2,727
	0,000973
	X64991
	FLJ10408
	H.sapiens mRNA HTPCRX17 for olfactory receptor.

	220535_at
	2,727
	0,0199
	NM_018088
	OR2K1
	hypothetical protein FLJ10408

	222074_at
	2,725
	0,00531
	AW614435
	THRAP2
	uroporphyrinogen decarboxylase

	238883_at
	2,725
	0,0436
	AW975051
	UROD
	Transcribed sequences

	240981_at
	2,725
	0,000364
	AA804233
	
	nz29g05.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1289240 3', mRNA sequence.

	207632_at
	2,724
	0,0233
	NM_005592
	MUSK
	muscle, skeletal, receptor tyrosine kinase

	242320_at
	2,723
	0,00621
	AI435586
	FOXO3A
	Clone IMAGE:4769230, mRNA

	233715_at
	2,722
	0,0315
	AK022803
	
	Homo sapiens cDNA FLJ12741 fis, clone NT2RP2000551.

	206446_s_at
	2,721
	0,0478
	NM_001971
	ELA2A
	elastase 1, pancreatic

	213075_at
	2,721
	0,0289
	AL050002
	OLFML2A
	hypothetical protein LOC169611

	222988_s_at
	2,721
	0,0106
	AF151020
	TMEM9
	transmembrane protein 9

	1557105_a_at
	2,715
	0,00541
	AW028277
	
	wv86c03.x1 Soares_thymus_NHFTh Homo sapiens cDNA clone IMAGE:2536420 3', mRNA sequence.

	205614_x_at
	2,714
	0,00624
	NM_020998
	STK32B
	macrophage stimulating 1 (hepatocyte growth factor-like)

	240679_at
	2,714
	0,0497
	BE503322
	MST1
	Transcribed sequences

	233220_at
	2,71
	0,00444
	AL137422
	GRIN3A
	glutamate receptor, ionotropic, N-methyl-D-aspartate 3A

	1562227_at
	2,708
	0,0135
	AF043732
	PDE5A
	phosphodiesterase 5A, cGMP-specific

	1555536_at
	2,707
	0,00406
	AY040326
	ANTXR2
	anthrax toxin receptor 2

	224323_s_at
	2,705
	0,0308
	AB042647
	NAP1L5
	B29 protein

	228063_s_at
	2,705
	0,0168
	AW025330
	MRO
	nucleosome assembly protein 1-like 5

	222730_s_at
	2,704
	0,00998
	AI814257
	ZDHHC2
	zinc finger, DHHC domain containing 2

	204714_s_at
	2,703
	0,0132
	NM_000130
	F5
	coagulation factor V (proaccelerin, labile factor)

	229348_at
	2,701
	0,000856
	N30416
	TERE1
	transitional epithelia response protein

	208699_x_at
	2,7
	0,0255
	BF696840
	C5orf14
	transketolase (Wernicke-Korsakoff syndrome)

	220495_s_at
	2,7
	0,00487
	NM_024715
	TKT
	hypothetical protein FLJ22625

	228383_at
	2,699
	0,0346
	AK024443
	C9orf111
	FLJ43070 protein

	220374_at
	2,696
	0,0191
	NM_017658
	THOC2
	BTB (POZ) domain containing 5

	222122_s_at
	2,696
	0,0236
	BG403671
	BTBD5
	THO complex 2

	202855_s_at
	2,691
	0,00894
	AL513917
	CPNE2
	solute carrier family 16 (monocarboxylic acid transporters), member 3

	225129_at
	2,691
	0,0364
	AW170571
	SLC16A3
	copine II

	234814_at
	2,689
	0,0472
	AL137542
	
	Homo sapiens mRNA; cDNA DKFZp434P1019 (from clone DKFZp434P1019).

	217096_at
	2,687
	0,0196
	AC004082
	PCLO
	rab3 effector-like; 35% Similarity to AF007836 (PID:g2317778); H_DJ0897G10.1; Homo sapiens PAC clone RP5-897G10 from 7q11.23-q21.1, complete sequence.

	201294_s_at
	2,686
	0,02
	N24643
	WSB1
	WD repeat and SOCS box-containing 1

	212082_s_at
	2,686
	0,00341
	BE734356
	MYL6
	myosin, light polypeptide 6, alkali, smooth muscle and non-muscle

	227242_s_at
	2,684
	0,0185
	BF592034
	DKFZp667B0210
	7n98c03.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:3572716 3', mRNA sequence.

	1562462_at
	2,683
	0,00334
	AL046829
	DNAH10
	dynein, axonemal, heavy polypeptide 10

	210109_at
	2,683
	0,00969
	AF191492
	NSG-X
	staphylococcal nuclease domain containing 1

	1555237_at
	2,681
	0,00333
	BC011942
	
	CDNA clone IMAGE:4336144, partial cds

	228833_s_at
	2,68
	0,00804
	BE963456
	LOC400027
	Clone IMAGE:5288894, mRNA

	206277_at
	2,677
	0,00594
	NM_002564
	P2RY2
	purinergic receptor P2Y, G-protein coupled, 2

	218013_x_at
	2,677
	0,0221
	NM_016221
	DCTN4
	dynactin 4 (p62)

	50314_i_at
	2,673
	0,0106
	AI761506
	C20orf27
	chromosome 20 open reading frame 27

	1556233_s_at
	2,671
	0,00658
	AL832634
	C6orf102
	chromosome 6 open reading frame 102

	220449_at
	2,669
	0,00201
	NM_024049
	MGC5566
	

	244445_at
	2,668
	0,00451
	AW510770
	LOC285407
	CDNA clone IMAGE:5297769, partial cds

	1554901_at
	2,667
	0,0221
	AF190748
	NP
	FGF2-associated protein GAFA1 (GAFA1) mRNA, complete cds

	1562219_at
	2,665
	0,00088
	BC040854
	FLJ41649
	CDNA FLJ41649 fis, clone FEBRA2024343

	221100_at
	2,665
	0,0165
	NM_014070
	C6orf15
	chromosome 6 open reading frame 15

	235477_at
	2,658
	0,02
	BE465227
	
	Transcribed sequences

	244563_at
	2,654
	0,00668
	BG026723
	FLJ21924
	hypothetical protein FLJ21924

	201700_at
	2,653
	0,0137
	NM_001760
	CCND3
	cyclin D3

	1554044_a_at
	2,652
	0,00692
	AF454915
	C21orf61
	chromosome 21 open reading frame 61

	1557522_x_at
	2,651
	0,0104
	AA653638
	
	CDNA FLJ35690 fis, clone SPLEN2019446

	1560339_s_at
	2,649
	0,00336
	AK095320
	SETDB2
	nucleosome assembly protein 1-like 4

	213644_at
	2,649
	0,0143
	AI979276
	MGC33887
	hypothetical protein MGC33887

	235338_s_at
	2,649
	0,00267
	W65369
	NAP1L4
	SET domain, bifurcated 2

	208810_at
	2,648
	0,0388
	AF080569
	DNAJB6
	DnaJ (Hsp40) homolog, subfamily B, member 6

	226014_at
	2,647
	0,0485
	BF115977
	EIF3S5
	eukaryotic translation initiation factor 3, subunit 5 epsilon, 47kDa

	232193_at
	2,646
	0,0131
	AL359937
	GSTT1
	glutathione S-transferase theta 1

	1554649_at
	2,644
	0,0391
	BC012026
	SMTN
	smoothelin

	219747_at
	2,643
	0,0019
	NM_024574
	FLJ23191
	hypothetical protein FLJ23191

	1557795_s_at
	2,641
	0,000433
	AI917078
	NTRK3
	neurotrophic tyrosine kinase, receptor, type 3

	242575_at
	2,64
	0,0215
	AW295593
	C1orf16
	chromosome 1 open reading frame 16

	223936_s_at
	2,637
	0,01
	BC005055
	FOXP1
	forkhead box P1

	233836_at
	2,637
	0,00621
	AK025277
	TNRC6
	trinucleotide repeat containing 6

	208721_s_at
	2,634
	0,0105
	BF967271
	ANAPC5
	anaphase promoting complex subunit 5

	209345_s_at
	2,634
	0,00497
	AL561930
	PI4KII
	phosphatidylinositol 4-kinase type II

	202315_s_at
	2,632
	0,0135
	NM_004327
	BCR
	breakpoint cluster region

	207318_s_at
	2,628
	0,00694
	AJ297710
	CDC2L5
	cell division cycle 2-like 5 (cholinesterase-related cell division controller)

	219657_s_at
	2,628
	0,0184
	NM_016531
	KLF3
	Kruppel-like factor 3 (basic)

	205917_at
	2,627
	0,0122
	NM_003417
	ZNF264
	zinc finger protein 264

	222877_at
	2,626
	0,045
	AK024680
	NRP2
	neuropilin 2

	39763_at
	2,62
	0,00229
	M36803
	HPX
	precursor; Human hemopexin gene, exon 10.

	225353_s_at
	2,616
	0,00238
	AI184968
	C1QG
	qe51c05.x1 Soares_fetal_lung_NbHL19W Homo sapiens cDNA clone IMAGE:1742504 3' similar to SW:C1QC_HUMAN P02747 COMPLEMENT C1Q SUBCOMPONENT, C CHAIN PRECURSOR. ;, mRNA sequence.

	234780_at
	2,616
	0,0278
	AK024968
	BCAS1
	breast carcinoma amplified sequence 1

	1555659_a_at
	2,613
	0,044
	AF534823
	TREML1
	triggering receptor expressed on myeloid cells-like 1

	231407_s_at
	2,611
	0,0155
	AI636647
	FOXH1
	forkhead box H1

	212198_s_at
	2,61
	0,00249
	AL515964
	SLC4A1AP
	transmembrane 9 superfamily protein member 4

	242030_at
	2,61
	0,0278
	AI934909
	TM9SF4
	solute carrier family 4 (anion exchanger), member 1, adaptor protein

	1555139_a_at
	2,608
	0,00224
	BC020622
	ZA20D1
	zinc finger, A20 domain containing 1

	220827_at
	2,605
	0,000113
	NM_018329
	CACNA1C
	calcium channel, voltage-dependent, L type, alpha 1C subunit

	201550_x_at
	2,603
	0,00365
	NM_001614
	ACTG1
	actin, gamma 1

	232517_s_at
	2,602
	0,00715
	AL121829
	PRIC285
	

	1554735_a_at
	2,601
	0,0198
	AF396651
	OR7E47P
	tripartite motif-containing 7

	201904_s_at
	2,601
	0,00942
	BF031714
	TRIM7
	601558023F1 NIH_MGC_58 Homo sapiens cDNA clone IMAGE:3827909 5', mRNA sequence.

	222304_x_at
	2,601
	0,0138
	AW514038
	CTDSPL
	CDNA clone IMAGE:5590288, partial cds

	1564459_at
	2,599
	0,002
	AK057400
	DDC
	CDNA FLJ32838 fis, clone TESTI2003299

	1554041_at
	2,597
	0,00134
	BC021178
	
	CDNA FLJ44045 fis, clone TESTI4030159

	1570350_at
	2,597
	0,016
	BC032403
	C20orf141
	Similar to hypothetical protein FLJ20234, clone IMAGE:5210552, mRNA

	211970_x_at
	2,594
	0,00568
	BG026805
	ACTG1
	actin, gamma 1

	213980_s_at
	2,593
	0,00859
	AA053830
	CTBP1
	C-terminal binding protein 1

	226579_at
	2,593
	0,00503
	AA706790
	XRCC3
	X-ray repair complementing defective repair in Chinese hamster cells 3

	205753_at
	2,592
	0,00981
	NM_000567
	TXNDC7
	C-reactive protein, pentraxin-related

	207585_s_at
	2,592
	0,00248
	NM_001001
	RPL36AL
	ribosomal protein L36a-like

	208639_x_at
	2,592
	0,0148
	BC001312
	CRP
	thioredoxin domain containing 7 (protein disulfide isomerase)

	1556651_at
	2,591
	0,00563
	CA430403
	WHSC2
	UI-H-DF0-bev-b-05-0-UI.s1 NCI_CGAP_DF0 Homo sapiens cDNA clone UI-H-DF0-bev-b-05-0-UI 3', mRNA sequence.

	207288_at
	2,589
	0,0174
	NM_025091
	FLJ13330
	hypothetical protein FLJ13330

	225003_at
	2,589
	0,00263
	BF343862
	UNQ501
	MBC3205

	234517_at
	2,588
	0,00285
	AL050039
	
	MRNA; cDNA DKFZp566K0324 (from clone DKFZp566K0324)

	1569445_at
	2,587
	0,0159
	BC033112
	MGC45713; MGC45713
	MRNA for KIAA1647 protein, partial cds.

	239159_at
	2,586
	0,0318
	AI084086
	GOSR2
	golgi SNAP receptor complex member 2

	227656_at
	2,584
	0,0103
	AW968493
	C6orf70
	chromosome 6 open reading frame 70

	238179_at
	2,58
	0,0158
	BE857704
	SPG7
	Transcribed sequence with moderate similarity to protein sp:P39194 (H.sapiens) ALU7_HUMAN Alu subfamily SQ sequence contamination warning entry

	241914_s_at
	2,58
	0,00886
	AA804293
	LOC123876
	nw31g10.s1 NCI_CGAP_GCB0 Homo sapiens cDNA clone IMAGE:1242114 3', mRNA sequence.

	1553730_x_at
	2,577
	0,00565
	NM_152759
	MGC35140
	hypothetical protein MGC35140

	1564386_at
	2,576
	0,00278
	BC035743
	TRX6; SPTRX-3; bA427L11.2
	Similar to RIKEN cDNA 4930429J24 (LOC255220), mRNA

	239178_at
	2,574
	0,00669
	AL583692
	
	CDNA FLJ38252 fis, clone FCBBF3000269

	1562470_at
	2,573
	0,0105
	AK096488
	FLJ32112
	hypothetical protein FLJ32112

	229003_x_at
	2,572
	0,00217
	AI095583
	MGC20262
	hypothetical protein MGC20262

	207549_x_at
	2,568
	0,0468
	NM_002389
	PCM1
	membrane cofactor protein (CD46, trophoblast-lymphocyte cross-reactive antigen)

	214937_x_at
	2,568
	0,00892
	AI924817
	MCP
	pericentriolar material 1

	1561367_a_at
	2,566
	0,0485
	BC035104
	
	CDNA FLJ30283 fis, clone BRACE2002807

	1570215_at
	2,566
	0,0176
	BC031975
	CES2
	Clone IMAGE:4831240, mRNA

	213509_x_at
	2,566
	0,0103
	AW157619
	
	carboxylesterase 2 (intestine, liver)

	213583_x_at
	2,566
	0,0129
	BE964125
	EEF1A1
	eukaryotic translation elongation factor 1 alpha 1

	214433_s_at
	2,565
	0,0284
	NM_003944
	GDAP1
	selenium binding protein 1

	214896_at
	2,565
	0,00451
	AL109671
	SELENBP1
	MRNA full length insert cDNA clone EUROIMAGE 29222

	226271_at
	2,565
	0,00898
	N46350
	
	ganglioside-induced differentiation-associated protein 1

	206494_s_at
	2,564
	0,00332
	NM_000419
	ITGA2B
	integrin, alpha 2b (platelet glycoprotein IIb of IIb/IIIa complex, antigen CD41B)

	230684_at
	2,563
	0,00132
	T65158
	
	yc74g10.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:21676 3', mRNA sequence.

	244568_at
	2,561
	0,00351
	AL035992
	SYNE2
	Transcribed sequences

	221877_at
	2,559
	0,0392
	BF508835
	
	UI-H-BI4-aor-d-03-0-UI.s1 NCI_CGAP_Sub8 Homo sapiens cDNA clone IMAGE:3085853 3', mRNA sequence.

	1555311_at
	2,557
	0,0204
	AF125104
	
	Homo sapiens RAB22 mRNA, complete cds.

	204389_at
	2,554
	0,00108
	NM_000240
	C9orf103
	monoamine oxidase A

	221776_s_at
	2,554
	0,00647
	AI885109
	MAOA
	bromodomain containing 7

	239086_at
	2,554
	0,00552
	BE501810
	BRD7
	Transcribed sequences

	230524_at
	2,553
	0,015
	AA973383
	MPI
	mannose phosphate isomerase

	201960_s_at
	2,549
	0,00333
	NM_015057
	LOC285812
	protein associated with Myc

	230179_at
	2,549
	0,0192
	N52572
	MYCBP2
	yv36f12.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:244847 3', mRNA sequence.

	233979_s_at
	2,547
	0,00828
	AI927458
	ESPN
	wo90a10.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2462586 3' similar to TR:Q63618 Q63618 ESPIN. ;, mRNA sequence.

	234658_at
	2,546
	0,0241
	AK026401
	
	Homo sapiens cDNA: FLJ22748 fis, clone KAIA0249.

	1560492_at
	2,545
	0,0067
	BC014174
	PRSS23
	CDNA clone IMAGE:4578339, partial cds

	1566768_at
	2,545
	0,0102
	BC043172
	
	Homo sapiens cDNA clone IMAGE:5287088, partial cds.

	243584_at
	2,545
	0,0115
	AW976035
	CRADD
	Transcribed sequence with weak  similarity to protein ref:NP_060190.1 (H.sapiens)  hypothetical protein FLJ20234 [Homo sapiens]

	1556397_at
	2,543
	0,00625
	BM510616
	
	CDNA FLJ37122 fis, clone BRACE2022448

	228529_at
	2,542
	0,00281
	AI768884
	LSM8
	Transcribed sequences

	203858_s_at
	2,541
	0,02
	NM_001303
	COX10
	COX10 homolog, cytochrome c oxidase assembly protein, heme A: farnesyltransferase (yeast)

	243472_at
	2,541
	0,0392
	AW295584
	
	Transcribed sequences

	1561270_at
	2,538
	0,00584
	BC041864
	ZYX
	Homo sapiens, clone IMAGE:5271318, mRNA.

	1569202_x_at
	2,538
	0,015
	BF847120
	EXOC6B
	Clone IMAGE:3454421, mRNA

	215706_x_at
	2,538
	0,0069
	BC002323
	
	zyxin

	216968_at
	2,537
	0,00859
	Y18284
	MASP2
	mannan-binding lectin serine protease 2

	224088_at
	2,537
	0,0375
	AF272363
	NMUR2
	neuromedin U receptor 2

	1555681_at
	2,535
	0,0429
	AF384996
	MUSP1
	musculus; Homo sapiens MUSP1 (MUSP1) mRNA, complete cds.

	209027_s_at
	2,534
	0,00582
	BF673013
	ABI1
	spectrin SH3 domain binding protein 1

	211913_s_at
	2,531
	0,00147
	L08961
	
	Homo sapiens transmembrane tyrosine kinase mRNA, complete cds.

	244520_at
	2,531
	0,00204
	AW206728
	USP1
	Transcribed sequences

	1564148_at
	2,529
	0,0181
	AK074271
	AKR1C1
	growth hormone inducible transmembrane protein

	202968_s_at
	2,529
	0,00804
	Y09216
	GHITM
	dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2

	209699_x_at
	2,529
	0,000931
	U05598
	DYRK2
	aldo-keto reductase family 1, member C2 (dihydrodiol dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid dehydrogenase, type III)

	1561667_at
	2,525
	0,000358
	AL832802
	
	CDNA FLJ41365 fis, clone BRCAN2003987

	228300_at
	2,525
	0,00246
	AK023156
	LOC388389
	Clone 24970 mRNA sequence

	31845_at
	2,522
	0,0138
	U32645
	ELF4
	E74-like factor 4 (ets domain transcription factor)

	1555129_at
	2,521
	0,00711
	BC027254
	
	

	219492_at
	2,521
	0,0368
	NM_012110
	CHIC2
	cysteine-rich hydrophobic domain 2

	206897_at
	2,519
	0,0169
	NM_003785
	GAGEB1
	G antigen, family B, 1 (prostate associated)

	1559340_at
	2,518
	0,00532
	BC039180
	
	Hypothetical gene supported by BC039180 (LOC401550), mRNA

	1563370_at
	2,518
	0,00234
	BI835949
	C9orf148
	603085401F1 NIH_MGC_120 Homo sapiens cDNA clone IMAGE:5224224 5', mRNA sequence.

	228089_x_at
	2,517
	0,00456
	H72927
	LOC374395
	similar to RIKEN cDNA 1810059G22

	201307_at
	2,514
	0,00417
	AL534972
	FLJ10849
	hypothetical protein FLJ10849

	201928_at
	2,51
	0,0206
	AA194254
	PKP4
	plakophilin 4

	203857_s_at
	2,508
	0,00369
	NM_006810
	PDIR
	for protein disulfide isomerase-related

	238209_at
	2,507
	0,0441
	AW005925
	RUTBC1
	CDNA FLJ46484 fis, clone THYMU3026350

	36129_at
	2,507
	0,0101
	AB007857
	
	RUN and TBC1 domain containing 1

	225401_at
	2,504
	0,035
	BF977145
	MGC31963
	kidney predominant protein NCU-G1

	218982_s_at
	2,503
	0,047
	NM_015969
	MRPS17
	mitochondrial ribosomal protein S17

	230135_at
	2,502
	0,000219
	AI822137
	
	CDNA FLJ42405 fis, clone ASTRO3000474

	1569305_a_at
	2,5
	0,023
	BC040412
	
	Clone IMAGE:5184855, mRNA

	201290_at
	2,499
	0,000787
	NM_014300
	SIP
	signal peptidase complex (18kD)

	211761_s_at
	2,499
	0,0454
	BC005975
	SPC18
	Siah-interacting protein

	212678_at
	2,493
	0,0227
	AW054826
	LY86
	neurofibromin 1 (neurofibromatosis, von Recklinghausen disease, Watson disease)

	244158_at
	2,493
	0,00534
	BF514291
	NF1
	Transcribed sequences

	223454_at
	2,492
	0,0121
	AF275260
	GABPA
	chemokine (C-X-C motif) ligand 16

	243498_at
	2,492
	0,0283
	AW629036
	CXCL16
	Transcribed sequences

	204519_s_at
	2,491
	0,0213
	NM_015993
	TM4SF11
	transmembrane 4 superfamily member 11 (plasmolipin)

	1561407_at
	2,49
	0,049
	BC031283
	SIAT9
	centaurin, delta 1

	1562653_at
	2,49
	0,016
	BC033557
	
	Clone IMAGE:4825052, mRNA

	216075_at
	2,49
	0,0479
	AF119418
	
	sialyltransferase 9 (CMP-NeuAc:lactosylceramide alpha-2,3-sialyltransferase; GM3 synthase)

	236036_at
	2,49
	0,0138
	AA029265
	CENTD1
	zk10d01.s1 Soares_pregnant_uterus_NbHPU Homo sapiens cDNA clone IMAGE:470113 3', mRNA sequence.

	205481_at
	2,489
	0,00409
	NM_000674
	ADORA1
	adenosine A1 receptor

	227513_s_at
	2,488
	0,042
	AW027170
	LRRFIP1
	leucine rich repeat (in FLII) interacting protein 1

	206386_at
	2,487
	0,0397
	NM_000354
	SERPINA7
	serine (or cysteine) proteinase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 7

	1553153_at
	2,486
	0,00906
	NM_152565
	ATP6V0D2
	ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d isoform 2

	1561463_at
	2,484
	0,000334
	AL832555
	DLGAP1
	Homo sapiens mRNA; cDNA DKFZp547P1417 (from clone DKFZp547P1417).

	224371_at
	2,483
	0,00621
	AF251058
	ADAMTSL1
	ADAMTS-like 1

	218134_s_at
	2,481
	5,98E-05
	NM_018047
	RBM22
	hypothetical protein FLJ10290

	234682_at
	2,481
	0,00973
	AL079341
	BTBD9
	

	1558119_at
	2,48
	0,0233
	BG769410
	FBXO23
	602742516F1 NIH_MGC_49 Homo sapiens cDNA clone IMAGE:4872411 5', mRNA sequence.

	201543_s_at
	2,479
	0,00186
	NM_020150
	SARA1
	SAR1a gene homolog 1 (S. cerevisiae)

	206371_at
	2,477
	0,0175
	NM_000804
	FOLR3
	folate receptor 3 (gamma)

	204010_s_at
	2,476
	0,0388
	NM_004985
	KRAS2
	v-Ki-ras2 Kirsten rat sarcoma 2 viral oncogene homolog

	212240_s_at
	2,473
	0,0201
	AI679268
	BNC2
	phosphoinositide-3-kinase, regulatory subunit, polypeptide 1 (p85 alpha)

	243445_at
	2,473
	0,0193
	AI767962
	PIK3R1
	Transcribed sequence with moderate similarity to protein sp:Q01954 (H.sapiens) BASO_HUMAN Zinc finger protein basonuclin

	212007_at
	2,472
	0,00539
	AI927512
	UBXD2
	UBX domain containing 2

	236549_x_at
	2,471
	0,000294
	AW104269
	SLIC1
	selectin ligand interactor cytoplasmic-1

	203906_at
	2,47
	0,0164
	AI652645
	KIAA0763
	KIAA0763 gene product

	209350_s_at
	2,47
	0,000532
	AL157493
	FAM7A2
	G protein pathway suppressor 2

	240247_at
	2,47
	0,0211
	AI653240
	GPS2
	Transcribed sequences

	1552335_at
	2,469
	0,00879
	NM_053054
	CATSPER1
	cation channel, sperm associated 1

	212140_at
	2,468
	0,00143
	AB014548
	NRXN3
	KIAA0648 protein

	215020_at
	2,468
	0,0427
	AF123462
	HMG20A
	Intron-exon boundaries defined in relation to mRNA KIAA0743, found in GenBank Accession Number AB018286.; Homo sapiens BAC526N18 neurexin III gene, partial cds.

	218152_at
	2,468
	0,00851
	NM_018200
	TRIO
	high-mobility group 20A

	240399_at
	2,468
	0,0184
	AA668261
	KIAA0648
	Transcribed sequences

	204892_x_at
	2,466
	0,0126
	NM_001402
	TXNDC7
	eukaryotic translation elongation factor 1 alpha 1

	207668_x_at
	2,466
	0,00867
	NM_005742
	EEF1A1
	thioredoxin domain containing 7 (protein disulfide isomerase)

	203835_at
	2,465
	0,0439
	NM_005512
	GARP
	glycoprotein A repetitions predominant

	204049_s_at
	2,464
	0,0142
	NM_014721
	PHACTR2
	phosphatase and actin regulator 2

	219546_at
	2,462
	0,0168
	NM_017593
	BMP2K
	BMP2 inducible kinase

	226977_at
	2,462
	0,0297
	N26029
	LOC492311
	CDNA clone MGC:27375 IMAGE:4688423, complete cds

	219061_s_at
	2,461
	0,00862
	NM_006014
	DXS9879E
	DNA segment on chromosome X (unique) 9879 expressed sequence

	222938_x_at
	2,459
	0,0217
	AI685421
	ENPP3
	ectonucleotide pyrophosphatase/phosphodiesterase 3

	212563_at
	2,455
	0,0268
	BG491842
	LOC143678
	Transcribed sequence with moderate similarity to protein sp:Q14137 (H.sapiens) Y124_HUMAN Hypothetical protein KIAA0124

	240029_at
	2,455
	0,00621
	AA398616
	BOP1
	Similar to RIKEN cDNA 1700021K07 (LOC143678), mRNA

	209372_x_at
	2,454
	0,0117
	BF971587
	TUBB
	tubulin, beta polypeptide

	212173_at
	2,454
	0,0217
	AU154985
	AK2
	adenylate kinase 2

	226717_at
	2,454
	0,0315
	AI652845
	LOC220074
	Hypothetical 55.1 kDa protein F09G8.5 in chromosome III

	213052_at
	2,453
	0,0229
	BF246917
	PRKAR2A
	protein kinase, cAMP-dependent, regulatory, type II, alpha

	1553155_x_at
	2,45
	0,0442
	NM_152565
	ATP6V0D2
	ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d isoform 2

	213846_at
	2,449
	0,0123
	AA382702
	COX7C
	cytochrome c oxidase subunit VIIc

	227503_at
	2,448
	0,000119
	N26620
	PVRL3
	CDNA FLJ43100 fis, clone CTONG2003100

	209641_s_at
	2,447
	0,0347
	AF009670
	ABCC3
	ATP-binding cassette, sub-family C (CFTR/MRP), member 3

	208837_at
	2,446
	0,00398
	BC000027
	P24B
	integral type I protein

	227726_at
	2,445
	0,0215
	BF057084
	MGC2647
	hypothetical zinc finger protein MGC2647

	237143_at
	2,443
	0,00591
	AW296162
	
	CDNA FLJ43872 fis, clone TESTI4008417

	211201_at
	2,442
	0,0166
	M95489
	FSHR
	follicle stimulating hormone receptor

	218079_s_at
	2,44
	0,0266
	NM_024835
	VPS35
	zinc finger protein 403

	222387_s_at
	2,44
	0,00127
	BG476669
	ZNF403
	vacuolar protein sorting 35 (yeast)

	218811_at
	2,437
	0,00698
	BF939788
	C7orf19
	chromosome 7 open reading frame 19

	234152_at
	2,435
	0,0437
	AK024585
	
	CDNA: FLJ20932 fis, clone ADSE01312

	218709_s_at
	2,434
	0,000529
	NM_016004
	OAZ3
	chromosome 20 open reading frame 9

	222075_s_at
	2,434
	0,00336
	BE792072
	C20orf9
	Ornithine decarboxylase antizyme 3 (OAZ3), mRNA

	220022_at
	2,433
	0,0342
	NM_018102
	ZNF334
	zinc finger protein 334

	226366_at
	2,432
	0,0188
	AI828221
	SHPRH
	SNF2 histone linker PHD RING helicase

	204151_x_at
	2,431
	0,0197
	NM_001353
	AKR1C1
	aldo-keto reductase family 1, member C1 (dihydrodiol dehydrogenase 1; 20-alpha (3-alpha)-hydroxysteroid dehydrogenase)

	1552617_a_at
	2,429
	0,0393
	NM_022457
	COP1
	constitutive photomorphogenic protein

	232191_at
	2,428
	0,00829
	BC005107
	C21orf105
	chromosome 21 open reading frame 105

	202031_s_at
	2,426
	0,0172
	NM_015610
	FLJ43276
	DKFZP434J154 protein

	244498_x_at
	2,426
	0,0222
	AI921868
	DKFZP434J154
	LOC400427 (LOC388160), mRNA

	221903_s_at
	2,424
	0,0138
	BE046443
	CYLD
	cylindromatosis (turban tumor syndrome)

	236384_at
	2,423
	0,000624
	BE675101
	ITGAE
	CDNA FLJ32162 fis, clone PLACE6000325

	1555395_at
	2,422
	0,0132
	BC046095
	AKAP12
	A kinase (PRKA) anchor protein (gravin) 12

	207507_s_at
	2,42
	0,0126
	NM_001689
	HSPC105
	ATP synthase, H+ transporting, mitochondrial F0 complex, subunit c (subunit 9) isoform 3

	229522_at
	2,42
	0,0261
	AI914083
	ATP5G3
	NAD(P) dependent steroid dehydrogenase-like

	204428_s_at
	2,419
	0,0179
	NM_000229
	LCAT
	lecithin-cholesterol acyltransferase

	209856_x_at
	2,419
	0,0144
	U31089
	ABI2
	abl interactor 2

	1559394_a_at
	2,418
	0,0246
	AA284248
	ROR1
	Full length insert cDNA clone ZC65D06

	227271_at
	2,418
	0,0205
	AU151265
	FGF11
	fibroblast growth factor 11

	240327_at
	2,416
	0,0152
	AI968130
	sept-06
	Transcribed sequences

	230933_at
	2,414
	0,00701
	AA458636
	DSTN
	destrin (actin depolymerizing factor)

	213783_at
	2,413
	0,00632
	AI760053
	PABPC3
	manic fringe homolog (Drosophila)

	215157_x_at
	2,413
	0,0155
	AI734929
	MFNG
	poly(A) binding protein, cytoplasmic 1

	1562764_at
	2,411
	0,00515
	AK057984
	
	Clone IMAGE:3867347, mRNA, partial cds

	220531_at
	2,409
	0,0335
	NM_024849
	FLJ14126
	

	224970_at
	2,408
	0,00947
	AA419275
	NFIA
	zv35e01.s1 Soares ovary tumor NbHOT Homo sapiens cDNA clone IMAGE:755640 3', mRNA sequence.

	223768_at
	2,407
	0,0387
	BC004343
	FLJ21918
	chromosome 21 open reading frame 122

	225141_at
	2,407
	0,0462
	AW298438
	C21orf122
	nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 3

	204397_at
	2,406
	0,0457
	AF103939
	PLA2G12A
	echinoderm microtubule associated protein like 2

	223373_s_at
	2,406
	0,0279
	AF306567
	
	phospholipase A2, group XIIA

	229641_at
	2,406
	0,0232
	BG252802
	EML2
	Transcribed sequence with moderate similarity to protein sp:P39192 (H.sapiens) ALU5_HUMAN Alu subfamily SC sequence contamination warning entry

	226204_at
	2,405
	0,0375
	AI832193
	FLJ21125
	hypothetical protein FLJ21125

	207676_at
	2,403
	0,019
	NM_004852
	ONECUT2
	one cut domain, family member 2

	222727_s_at
	2,402
	0,0209
	AI339568
	SLC24A6
	solute carrier family 24 (sodium/potassium/calcium exchanger), member 6

	205015_s_at
	2,401
	0,0014
	M31172
	RPL37
	transforming growth factor, alpha

	224763_at
	2,401
	0,0483
	BF724210
	TGFA
	MRNA; cDNA DKFZp434J0428 (from clone DKFZp434J0428)

	214494_s_at
	2,4
	0,0149
	NM_005200
	SPG7
	synonyms: CAR, PGN, CMAR; isoform 1 is encoded by transcript variant 1; cell matrix adhesion regulator; cell adhesion regulator; go_component: integral to membrane [goid 0016021] [evidence IEA]; go_component: mitochondrion [goid 0005739] [evidence TAS] [pmid 9635427]; go_component: extracellular matrix [goid 0005578] [evidence P]; go_function: adenosinetriphosphatase activity [goid 0004002] [evidence TAS] [pmid 9635427]; go_function: peptidase activity [goid 0008233] [evidence P] [pmid 9635427]; go_function: chaperone activity [goid 0003754] [evidence TAS] [pmid 9635427]; go_function: nucleotide binding [goid 0000166] [evidence IEA]; go_function: ATP binding [goid 0005524] [evidence IEA]; go_function: metalloendopeptidase activity [goid 0004222] [evidence IEA]; go_function: cell adhesion molecule activity [goid 0005194] [evidence P]; go_process: proteolysis and peptidolysis [goid 0006508] [evidence TAS] [pmid 9635427]; go_process: neurogenesis [goid 0007399] [evidence TAS] [pmid 9635427]; go_process: cell adhesion [goid 0007155] [evidence E]; go_process: signal transduction [goid 0007165] [evidence P]; Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal recessive) (SPG7), transcript variant 1, nuclear gene encoding mitochondrial protein, mRNA.

	1566963_at
	2,399
	0,0302
	AK024876
	FLJ13052
	Homo sapiens cDNA: FLJ21223 fis, clone COL00637.

	208917_x_at
	2,399
	0,0125
	BE674658
	
	MRNA; cDNA DKFZp686L22239 (from clone DKFZp686L22239)

	231139_at
	2,398
	0,0378
	AI084064
	DPF3
	Transcribed sequence with moderate similarity to protein ref:NP_056472.1 (H.sapiens)  ATP-binding cassette, sub-family A

	238532_at
	2,398
	0,0193
	AI125562
	ALOX5
	D4, zinc and double PHD fingers, family 3

	213300_at
	2,397
	0,0208
	AW168132
	C19orf28
	KIAA0404 protein

	220178_at
	2,397
	0,0106
	NM_021731
	KIAA0404
	chromosome 19 open reading frame 28

	230629_s_at
	2,395
	0,0226
	AI809582
	EP400
	E1A binding protein p400

	221607_x_at
	2,391
	0,00456
	BC001920
	ACTG1
	actin, gamma 1

	1556034_s_at
	2,39
	0,00946
	AK097000
	CRA
	cisplatin resistance associated

	210754_s_at
	2,39
	0,00117
	M79321
	LYN
	v-yes-1 Yamaguchi sarcoma viral related oncogene homolog

	244599_at
	2,39
	0,0165
	AW770102
	ITGA4
	integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 receptor)

	1569885_at
	2,389
	0,0176
	BC036229
	
	Homo sapiens, clone IMAGE:5284861, mRNA.

	1556199_a_at
	2,388
	0,0289
	BM671616
	FLJ45744
	FLJ45744 protein

	1569688_at
	2,385
	0,0499
	BC020872
	FMO5
	flavin containing monooxygenase 5

	224806_at
	2,384
	0,0287
	BE563152
	
	zinc finger protein 147 (estrogen-responsive finger protein)

	242948_x_at
	2,384
	0,00424
	T97602
	TRIM25
	ye55d04.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:121639 3', mRNA sequence.

	1569078_at
	2,383
	0,0148
	AF318359
	KIAA1554
	KIAA1554 protein

	206455_s_at
	2,381
	0,0195
	NM_000539
	RHO
	rhodopsin (opsin 2, rod pigment) (retinitis pigmentosa 4, autosomal dominant)

	217975_at
	2,381
	0,0104
	NM_016303
	LOC51186
	pp21 homolog

	219718_at
	2,378
	0,0344
	NM_018291
	FLJ10986
	hypothetical protein FLJ10986

	207682_s_at
	2,376
	0,00469
	NM_005355
	KIF25
	kinesin family member 25

	240032_at
	2,375
	0,000183
	BE463930
	FLJ46603
	FLJ46603 protein

	1566425_at
	2,374
	0,0117
	AL833305
	SBF2
	MRNA; cDNA DKFZp451O169 (from clone DKFZp451O169)

	214588_s_at
	2,373
	0,0102
	R38475
	MFAP3
	yf60a05.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:26536 3', mRNA sequence.

	244785_at
	2,373
	0,0131
	AI280090
	
	CDNA FLJ25704 fis, clone TST04756

	214118_x_at
	2,371
	0,0133
	AI205598
	PCM1
	pericentriolar material 1

	1570285_at
	2,37
	0,0179
	BC016972
	
	Hypothetical LOC284527 (LOC284527), mRNA

	216773_at
	2,37
	0,00068
	AK025191
	COMMD1
	Homo sapiens cDNA: FLJ21538 fis, clone COL06151.

	218421_at
	2,369
	0,0299
	NM_022766
	CERK
	ceramide kinase

	225766_s_at
	2,367
	0,00801
	AA527296
	TNPO1
	transportin 1

	227736_at
	2,365
	0,0127
	AA553959
	C10orf99
	RLLV1833

	204864_s_at
	2,364
	0,0302
	NM_002184
	KCNMB3
	interleukin 6 signal transducer (gp130, oncostatin M receptor)

	221125_s_at
	2,364
	0,0219
	NM_014407
	IL6ST
	potassium large conductance calcium-activated channel, subfamily M beta member 3

	225005_at
	2,362
	0,00271
	AL039384
	PHF13
	PHD finger protein 13

	1570503_at
	2,36
	0,0192
	BC012364
	
	Similar to likely ortholog of yeast ARV1, clone IMAGE:4576306, mRNA

	223396_at
	2,36
	0,0017
	AF260336
	C7orf35
	chromosome 7 open reading frame 35

	235445_at
	2,358
	0,0202
	BF965166
	
	Prostate-specific P712P mRNA sequence

	224294_at
	2,356
	0,000974
	AF274944
	
	NB4 apoptosis related protein; Homo sapiens PNAS-19 mRNA, complete cds.

	1552548_at
	2,355
	0,00789
	NM_057176
	BSND
	Bartter syndrome, infantile, with sensorineural deafness (Barttin)

	217499_x_at
	2,355
	0,0359
	AW874308
	OR7E47P
	CDNA clone MGC:72080 IMAGE:6453055, complete cds

	218565_at
	2,353
	0,0195
	BG223334
	C9orf114
	hypothetical protein HSPC109

	1570105_at
	2,352
	0,00525
	BC015673
	
	Hypothetical gene supported by BC015673 (LOC400851), mRNA

	206485_at
	2,351
	0,0319
	NM_014207
	CD5
	CD5 antigen (p56-62)

	224889_at
	2,351
	0,029
	BE888885
	FOXO3A
	CDNA clone IMAGE:4814010, partial cds

	1559245_at
	2,35
	0,0163
	BQ709100
	
	sorbin and SH3 domain containing 1

	1560081_at
	2,35
	0,00325
	AL702091
	SORBS1
	DKFZp686O14153_r1 686 (synonym: hlcc3) Homo sapiens cDNA clone DKFZp686O14153 5', mRNA sequence.

	1564157_at
	2,349
	0,0357
	AK090863
	SOX1
	LOC388785 (LOC388785), mRNA

	208533_at
	2,349
	0,000243
	NM_005986
	FLJ33544
	SRY (sex determining region Y)-box 1

	229513_at
	2,348
	0,0315
	AK025613
	STRBP
	spermatid perinuclear RNA binding protein

	239792_at
	2,348
	0,0112
	N75594
	
	za85g06.s1 Soares_fetal_lung_NbHL19W Homo sapiens cDNA clone IMAGE:299386 3' similar to gb:L07077 ENOYL-COA HYDRATASE (HUMAN);contains Alu repetitive element;contains PTR7.b2 PTR7 repetitive element ;, mRNA sequence.

	1557148_at
	2,347
	0,0153
	AF075033
	FLJ31821
	histocompatibility (minor) 13

	48612_at
	2,347
	0,0121
	AA225490
	HM13
	hypothetical protein FLJ31821

	238789_at
	2,346
	0,00208
	BF343843
	ANKRD15
	Transcribed sequence with strong similarity to protein sp:O60318 (H.sapiens) MC3A_HUMAN 80 kda MCM3-associated protein

	211574_s_at
	2,343
	0,0137
	D84105
	MCP
	membrane cofactor protein (CD46, trophoblast-lymphocyte cross-reactive antigen)

	210998_s_at
	2,342
	0,0459
	M77227
	MRPS11
	hepatocyte growth factor (hepapoietin A; scatter factor)

	211595_s_at
	2,342
	0,0383
	AB049944
	HGF
	mitochondrial ribosomal protein S11

	238320_at
	2,342
	0,0427
	AV659198
	TncRNA
	MRNA; cDNA DKFZp686L01105 (from clone DKFZp686L01105)

	32836_at
	2,339
	0,00579
	U56417
	AGPAT1
	1-acylglycerol-3-phosphate O-acyltransferase 1 (lysophosphatidic acid acyltransferase, alpha)

	229197_at
	2,338
	0,0423
	BF592779
	ING5
	inhibitor of growth family, member 5

	217148_x_at
	2,337
	0,016
	AJ249377
	OVOL1
	immunoglobulin lambda joining 3

	229396_at
	2,337
	0,00993
	AA588400
	IGLJ3
	nm93f05.s1 NCI_CGAP_Co9 Homo sapiens cDNA clone IMAGE:1075809 3', mRNA sequence.

	232296_s_at
	2,336
	0,0292
	AK000780
	EFG1
	mitochondrial elongation factor G1

	1563426_a_at
	2,335
	0,0133
	BC025792
	LOC644613
	Clone IMAGE:4177475, mRNA, partial cds

	211579_at
	2,334
	0,00812
	U95204
	ITGB3
	integrin, beta 3 (platelet glycoprotein IIIa, antigen CD61)

	203175_at
	2,333
	0,00967
	NM_001665
	RHOG
	ras homolog gene family, member G (rho G)

	214282_at
	2,333
	0,00947
	AA191647
	CP
	zp82a10.s1 Stratagene HeLa cell s3 937216 Homo sapiens cDNA clone IMAGE:626682 3' similar to gb:M13699 CERULOPLASMIN PRECURSOR (HUMAN);, mRNA sequence.

	203027_s_at
	2,332
	0,0132
	AI189359
	MVD
	mevalonate (diphospho) decarboxylase

	1560883_s_at
	2,331
	0,00633
	AA399670
	LOC643187
	H.sapiens mRNA fragment APT-L12

	1569608_x_at
	2,331
	0,031
	BC016022
	
	Clone IMAGE:4720764, mRNA

	223561_at
	2,328
	0,0121
	AF087909
	NEK6
	NIMA (never in mitosis gene a)-related kinase 6

	200803_s_at
	2,325
	0,00867
	AF033095
	TEGT
	testis enhanced gene transcript (BAX inhibitor 1)

	223728_at
	2,325
	0,0443
	BC005105
	MGC16385
	hypothetical protein MGC16385

	213050_at
	2,324
	0,00673
	AA594937
	COBL
	cordon-bleu homolog (mouse)

	216402_at
	2,321
	0,0044
	AC004832
	SEC14L4
	

	221627_at
	2,319
	0,00135
	AF220123
	TRIM10
	tripartite motif-containing 10

	227291_s_at
	2,318
	0,0153
	AI380704
	LOC388962
	Clone IMAGE:5314816, mRNA

	231151_at
	2,318
	0,00125
	AL122010
	LOC400590
	match: proteins: Tr:Q9UK09 Tr:Q9UH55 Tr:P97837 Tr:O14488 Tr:O54773 Tr:O14490 Tr:P97841 Tr:O14489 Tr:P97838 Tr:Q9Y2H0; Human DNA sequence from clone RP5-997D16 on chromosome 1p34.1-35.3 Contains part of the gene for DAP-1 protein, STSs, GSSs and a CpG island, complete sequence.

	240126_x_at
	2,318
	0,0174
	AI733360
	DLGAP3
	fetal Alzheimer antigen

	226887_at
	2,316
	0,0159
	AL138384
	HSPA14
	likely ortholog of mouse heat shock protein, 70 kDa 4

	1564494_s_at
	2,315
	0,0452
	AK075503
	OFCC1
	procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4-hydroxylase), beta polypeptide (protein disulfide isomerase; thyroid hormone binding protein p55)

	1565065_at
	2,315
	0,00584
	AF520802
	P4HB
	6P24SC1; Homo sapiens clone 9AP3/MR3 MRDS1 protein (MRDS1) mRNA, partial cds.

	210011_s_at
	2,314
	0,022
	BC000527
	EWSR1
	Ewing sarcoma breakpoint region 1

	1553859_at
	2,313
	0,00591
	NM_004179
	C14orf9
	tryptophan hydroxylase 1 (tryptophan 5-monooxygenase)

	225287_s_at
	2,313
	0,00558
	AI992151
	TPH1
	chromosome 14 open reading frame 9

	203953_s_at
	2,312
	0,0133
	BE791251
	CLDN3
	601583966F1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:3938249 5', mRNA sequence.

	213555_at
	2,312
	0,0158
	AL049699
	RWDD2
	

	1553517_at
	2,311
	0,0393
	AF517122
	FERD3L
	Fer3-like (Drosophila)

	209055_s_at
	2,311
	0,00197
	AW268817
	CDC5L
	xv38c01.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2815392 3' similar to TR:O08837 O08837 CDC-LIKE PROTEIN ;, mRNA sequence.

	1553087_at
	2,31
	0,00112
	NM_032362
	ATRNL1
	

	213744_at
	2,31
	0,00138
	AI817331
	C18orf12
	attractin-like 1

	1558836_at
	2,309
	0,0345
	BQ024490
	IGSF3
	UI-1-BB1p-aut-f-08-0-UI.s1 NCI_CGAP_Pl6 Homo sapiens cDNA clone UI-1-BB1p-aut-f-08-0-UI 3', mRNA sequence.

	201502_s_at
	2,309
	0,0342
	AI078167
	
	nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, alpha

	202421_at
	2,309
	0,00137
	AB007935
	
	immunoglobulin superfamily, member 3

	235752_at
	2,309
	0,0242
	AV691356
	NFKBIA
	Transcribed sequence with moderate similarity to protein sp:P00722 (E. coli) BGAL_ECOLI Beta-galactosidase

	210324_at
	2,308
	0,046
	M17263
	C8G
	complement component 8, gamma polypeptide

	1558581_at
	2,307
	0,0004
	BC009212
	MTA1
	metastasis associated 1

	216344_at
	2,307
	0,0102
	AL117405
	NPHP4
	nephronophthisis 4

	1555131_a_at
	2,304
	0,00891
	BC026102
	PER3
	period homolog 3 (Drosophila)

	1563392_at
	2,303
	0,0163
	BM144812
	MRPS31
	Human chromosome 21, Down syndrome critical region transcript, T7 end of clone a-1-g12.

	238555_at
	2,303
	0,0452
	AW007410
	ERG
	Transcribed sequences

	244063_at
	2,303
	0,0227
	AW235118
	BTN2A1
	CDNA FLJ40220 fis, clone TESTI2021667

	216574_s_at
	2,302
	0,0113
	J04742
	RPE
	first start codon in ORF starting at 1011; putative; Human autonomous replicating sequence H1 (ARSH1).

	211256_x_at
	2,301
	0,00828
	U90142
	BTN2A2
	similar to butyrophilin protein; Human unknown protein (BT2.1) mRNA, complete cds.

	205744_at
	2,3
	0,0199
	NM_003586
	DOC2A
	double C2-like domains, alpha

	209558_s_at
	2,298
	0,00286
	AB013384
	PDLIM5
	huntingtin interacting protein-1-related

	230168_at
	2,298
	0,012
	AI080614
	
	Transcribed sequences

	241208_at
	2,298
	0,038
	AI808578
	HIP1R
	Transcribed sequences

	232062_at
	2,294
	0,0462
	AK024415
	ADCY1
	adenylate cyclase 1 (brain)

	206758_at
	2,293
	0,0237
	NM_001956
	EDN2
	endothelin 2

	231788_at
	2,292
	0,00371
	AI492234
	GPR92
	G protein-coupled receptor 92

	238779_at
	2,292
	0,0165
	BE896137
	DCP2
	decapping enzyme hDcp2

	232993_at
	2,291
	0,0367
	BF435122
	SYNJ1
	synaptojanin 1

	226628_at
	2,289
	0,0445
	BG259856
	THOC2
	THO complex 2

	216011_at
	2,287
	0,0469
	U92027
	SLC39A9
	Human clone 61501 defective mariner transposon Hsmar2 mRNA sequence.

	220037_s_at
	2,287
	0,00716
	NM_016164
	XLKD1
	synonyms: HAR, LYVE1, LYVE-1; lymphatic vessel endothelial hyaluronan receptor 1; extracellular link domain-containing 1; hyaluronic acid receptor; go_component: membrane fraction [goid 0005624] [evidence P] [pmid 10037799]; go_component: integral to plasma membrane [goid 0005887] [evidence P] [pmid 10037799]; go_function: receptor activity [goid 0004872] [evidence P] [pmid 10037799]; go_function: hyaluronic acid binding [goid 0005540] [evidence IEA]; go_process: response to wounding [goid 0009611] [evidence P] [pmid 10037799]; go_process: embryogenesis and morphogenesis [goid 0007345] [evidence P] [pmid 10037799]; go_process: cell-matrix adhesion [goid 0007160] [evidence P] [pmid 10037799]; go_process: cell motility [goid 0006928] [evidence P] [pmid 10037799]; go_process: cell adhesion [goid 0007155] [evidence IEA]; Homo sapiens extracellular link domain containing 1 (XLKD1), mRNA.

	217871_s_at
	2,286
	0,0137
	NM_002415
	MIF
	macrophage migration inhibitory factor (glycosylation-inhibiting factor)

	36552_at
	2,286
	0,00175
	AL080220
	DKFZP586P0123
	DKFZP586P0123 protein

	1557737_s_at
	2,284
	0,0279
	AI880383
	
	natural killer-tumor recognition sequence

	1560790_at
	2,284
	0,0205
	AK097414
	NKTR
	unnamed protein product; Homo sapiens cDNA FLJ40095 fis, clone TESTI2003940, weakly similar to EBNA-1 NUCLEAR PROTEIN.

	1569768_at
	2,284
	0,0107
	BC036238
	LZTFL1
	Homo sapiens, clone IMAGE:5297327, mRNA.

	218437_s_at
	2,284
	0,00985
	NM_020347
	FLJ36144
	leucine zipper transcription factor-like 1

	222536_s_at
	2,283
	0,0167
	N36098
	HGRG8
	hypothetical protein DKFZp434K1210

	237060_at
	2,283
	0,0107
	BF590569
	THADA
	high-glucose-regulated protein 8

	237692_at
	2,283
	0,00968
	R98822
	ZNF395
	Transcribed sequences

	1559124_at
	2,282
	0,0437
	BC038719
	LOC644135
	Clone IMAGE:5266948, mRNA

	1562086_at
	2,279
	0,0111
	BC035117
	
	Clone IMAGE:5263227, mRNA

	1560713_a_at
	2,278
	0,00424
	BC041596
	KIAA1904
	KIAA1904 protein

	202201_at
	2,278
	0,0389
	NM_000713
	BLVRB
	biliverdin reductase B (flavin reductase (NADPH))

	226940_at
	2,275
	0,0147
	AI830098
	MGC20262
	hypothetical protein MGC20262

	228081_at
	2,275
	0,0411
	BF061444
	CCNG2
	7j53h01.x1 Soares_NSF_F8_9W_OT_PA_P_S1 Homo sapiens cDNA clone IMAGE:3390193 3', mRNA sequence.

	231423_s_at
	2,274
	0,00375
	AW138802
	EXOSC4
	ankyrin repeat domain 16

	91682_at
	2,274
	0,00461
	AI571298
	ANKRD16
	exosome complex exonuclease RRP41

	236410_x_at
	2,273
	0,0193
	AI355000
	LOC400927
	Transcribed sequences

	1561250_at
	2,272
	0,0133
	BC042044
	UBE2L3
	CDNA clone IMAGE:5521417, partial cds

	200684_s_at
	2,272
	0,0292
	AI819709
	CREB5
	ubiquitin-conjugating enzyme E2L 3

	204138_s_at
	2,27
	0,00909
	AI762174
	ZNF42
	zinc finger protein 42 (myeloid-specific retinoic acid-responsive)

	1562144_at
	2,267
	0,00438
	AF075103
	KBTBD9
	Full length insert cDNA YR39D03

	217170_at
	2,267
	0,00709
	AE000659
	TRA@
	

	203737_s_at
	2,266
	0,00476
	NM_015062
	PPRC1
	peroxisome proliferative activated receptor, gamma, coactivator-related 1

	209663_s_at
	2,266
	0,0253
	AF072132
	ITGA7
	integrin, alpha 7

	217309_s_at
	2,265
	0,000684
	AJ001867
	DSCR3
	Down syndrome critical region gene 3

	234832_at
	2,264
	0,00637
	AL110155
	ANTXR1
	anthrax toxin receptor 1

	206780_at
	2,263
	0,0279
	NM_000818
	GAD2
	glutamate decarboxylase 2 (pancreatic islets and brain, 65kDa)

	203524_s_at
	2,262
	0,00922
	NM_021126
	OR51B2
	mercaptopyruvate sulfurtransferase

	233323_at
	2,262
	0,0149
	AK024973
	MPST
	CDNA: FLJ21320 fis, clone COL02324

	234526_at
	2,262
	0,0323
	AF137396
	VTI1A
	

	229144_at
	2,261
	0,001
	AA989362
	C22orf4
	KIAA1026 protein

	33778_at
	2,261
	0,0027
	AL096779
	KIAA1026
	chromosome 22 open reading frame 4

	206767_at
	2,26
	0,0428
	NM_014483
	RBMS3
	RNA binding motif, single stranded interacting protein

	1558680_s_at
	2,259
	0,0115
	BQ894022
	PDE1A
	phosphodiesterase 1A, calmodulin-dependent

	226242_at
	2,257
	0,0422
	BF515750
	DKFZp547B1713
	hypothetical protein DKFZp547B1713

	36554_at
	2,256
	0,00279
	Y15521
	ASMTL
	

	38269_at
	2,256
	0,00067
	AL050147
	PRKD2
	protein kinase D2

	234568_at
	2,255
	0,000172
	AL390185
	SCAMP5
	secretory carrier membrane protein 5

	216913_s_at
	2,254
	0,0244
	AK021460
	KIAA0690
	KIAA0690

	218076_s_at
	2,254
	0,0356
	NM_018054
	HRMT1L1
	RhoGAP interacting with CIP4 homologs 1

	221564_at
	2,254
	0,00533
	AL570294
	ARHGAP17
	HMT1 hnRNP methyltransferase-like 1 (S. cerevisiae)

	209041_s_at
	2,253
	0,00233
	BG395660
	UBE2G2
	ubiquitin-conjugating enzyme E2G 2 (UBC7 homolog, yeast)

	1557342_a_at
	2,252
	0,00237
	AA534953
	FARP1
	hypothetical protein LOC150381

	243588_at
	2,252
	0,019
	N74058
	LOC150381
	Transcribed sequences

	206529_x_at
	2,25
	0,0158
	NM_000441
	SLC26A4
	solute carrier family 26, member 4

	214854_at
	2,249
	0,00127
	AC004490
	DOT1L
	Hypothetical human protein (partial CDS); Homo sapiens chromosome 19, cosmid R29381, complete sequence.

	242543_at
	2,249
	0,0277
	AW293024
	LOC284948
	similar to B-cell linker; B cell linker protein

	235677_at
	2,248
	0,0248
	BE857570
	SRR
	serine racemase

	209970_x_at
	2,246
	0,0224
	M87507
	CASP1
	caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, convertase)

	214290_s_at
	2,245
	0,0294
	AI313324
	HIST2H2AA
	ta77f02.x2 NCI_CGAP_HSC2 Homo sapiens cDNA clone IMAGE:2050107 3' similar to gb:L19779 HISTONE H2A.1 (HUMAN);, mRNA sequence.

	212266_s_at
	2,243
	0,00263
	AW084582
	SFRS5
	splicing factor, arginine/serine-rich 5

	1555515_a_at
	2,242
	0,0065
	BC008854
	C1orf2
	chromosome 1 open reading frame 2

	201217_x_at
	2,241
	0,00127
	NM_000967
	EEF1A1
	ribosomal protein L3

	206559_x_at
	2,241
	0,00529
	NM_001403
	RPL3
	

	1554167_a_at
	2,24
	0,00987
	BC012032
	GOLGA7
	golgi autoantigen, golgin subfamily a, 7

	229900_at
	2,24
	0,00704
	AL576908
	CD109
	CD109 antigen (Gov platelet alloantigens)

	1558208_at
	2,238
	0,0125
	AL039795
	TARDBP
	TAR DNA binding protein

	234553_at
	2,235
	0,0486
	AK000019
	LOC729045
	Homo sapiens cDNA FLJ20012 fis, clone ADKA03438.

	205277_at
	2,234
	0,00268
	NM_012231
	MBNL1
	PR domain containing 2, with ZNF domain

	224531_at
	2,234
	0,0484
	AF317652
	GPR61
	G protein-coupled receptor 61

	241681_at
	2,234
	0,035
	AW296451
	PRDM2
	Transcribed sequences

	217753_s_at
	2,232
	0,000124
	NM_001029
	RPS26
	ribosomal protein S26

	227405_s_at
	2,232
	0,00222
	AW340311
	FZD8
	frizzled homolog 8 (Drosophila)

	203288_at
	2,231
	0,0286
	NM_014686
	KIAA0355
	Homo sapiens KIAA0355 (KIAA0355), mRNA.

	212599_at
	2,229
	0,0449
	AK025298
	AUTS2
	autism susceptibility candidate 2

	224018_s_at
	2,229
	0,0069
	BC004936
	SCD4
	stearoyl-CoA desaturase 4

	57540_at
	2,229
	0,00249
	AI823980
	RBKS
	ribokinase

	1555215_a_at
	2,228
	0,00342
	AF346904
	
	histamine receptor H3

	1561499_at
	2,228
	0,0141
	BC034308
	HRH3
	Clone IMAGE:4838775, mRNA, partial cds

	1561538_at
	2,227
	0,000978
	BC038790
	SEMA4G
	Clone IMAGE:5271875, mRNA

	1562386_s_at
	2,227
	0,00806
	H16098
	SLC6A6
	ym20h09.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:48687 3', mRNA sequence.

	204558_at
	2,227
	0,00131
	NM_003579
	BRE
	RAD54-like (S. cerevisiae)

	205550_s_at
	2,227
	0,0401
	NM_004899
	ERP70
	brain and reproductive organ-expressed (TNFRSF1A modulator)

	211048_s_at
	2,227
	0,00681
	BC006344
	RAD54L
	protein disulfide isomerase related protein (calcium-binding protein, intestinal-related)

	219194_at
	2,227
	0,0244
	NM_017893
	ZNF501
	sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4G

	235180_at
	2,226
	0,0385
	AI492892
	STYX
	serine/threonine/tyrosine interacting protein

	1555662_s_at
	2,225
	0,0297
	AY170470
	GALNT14
	D-amino acid oxidase activator

	1560180_at
	2,225
	0,00893
	AL713663
	DAOA
	MRNA; cDNA DKFZp667F2312 (from clone DKFZp667F2312)

	212857_x_at
	2,224
	0,00571
	BG231551
	
	activated RNA polymerase II transcription cofactor 4

	239386_at
	2,224
	0,000721
	BF508952
	PC4
	Transcribed sequence with moderate similarity to protein ref:NP_036338.1 (H.sapiens)  hepatitis A virus cellular receptor 1; T cell immunoglobin domain and mucin doamin protein 1 [Homo sapiens]

	240276_at
	2,224
	0,00352
	AW290978
	
	Transcribed sequences

	226060_at
	2,223
	0,000261
	BF475369
	RFT1
	putative endoplasmic reticulum multispan transmembrane protein

	1569154_a_at
	2,221
	0,00693
	AI675308
	KIAA0767
	KIAA0767 protein

	211275_s_at
	2,22
	0,0383
	AF087942
	GYG
	glycogenin

	1565639_a_at
	2,219
	0,00757
	AL833462
	PMP22
	MRNA; cDNA DKFZp686P21116 (from clone DKFZp686P21116)

	1557394_at
	2,218
	0,0356
	BM987094
	BRD4
	Transcribed sequences

	239149_at
	2,218
	0,0401
	BF508014
	DLGAP4
	Transcribed sequences

	203722_at
	2,217
	0,00904
	NM_003748
	ALDH4A1
	aldehyde dehydrogenase 4 family, member A1

	236740_at
	2,216
	0,00578
	BF516283
	
	Transcribed sequences

	1557734_s_at
	2,214
	0,00755
	AL044130
	ICAM2
	CDNA FLJ32958 fis, clone TESTI2008234

	213620_s_at
	2,214
	0,00144
	AA126728
	NFYB
	intercellular adhesion molecule 2

	218129_s_at
	2,214
	0,0294
	NM_006166
	BRD3
	nuclear transcription factor Y, beta

	243296_at
	2,213
	0,0447
	AA873350
	PBEF1
	pre-B-cell colony enhancing factor 1

	202949_s_at
	2,212
	0,0281
	NM_001450
	ZNF530
	four and a half LIM domains 2

	240912_x_at
	2,212
	0,0204
	AA843716
	FHL2
	hypothetical protein FLJ33768

	244664_at
	2,212
	0,0107
	AA412283
	FLJ33768
	Transcribed sequence with weak  similarity to protein ref:NP_112159.1 (H.sapiens)  hypothetical protein FLJ21617; erythroid differentiation-related factor 1 [Homo sapiens]

	1555306_a_at
	2,21
	0,0155
	AF521189
	CPA5
	endothelin converting enzyme 2

	1560405_at
	2,21
	0,0102
	AL832499
	ECE2
	MRNA; cDNA DKFZp686P1851 (from clone DKFZp686P1851)

	1563886_at
	2,209
	0,000715
	AL833413
	RBM4
	Homo sapiens mRNA; cDNA DKFZp313G1022 (from clone DKFZp313G1022).

	200997_at
	2,209
	0,0103
	NM_002896
	
	RNA binding motif protein 4

	224235_at
	2,209
	0,0027
	AF119853
	
	predicted protein of HQ1776; Homo sapiens PRO1776 mRNA, complete cds.

	208018_s_at
	2,208
	0,0398
	NM_002110
	HCK
	hemopoietic cell kinase

	232017_at
	2,207
	0,0363
	AK025185
	TJP2
	Homo sapiens cDNA: FLJ21532 fis, clone COL06049.

	1566512_at
	2,206
	0,0128
	AK091506
	GNG4
	guanine nucleotide binding protein (G protein), gamma 4

	1564002_a_at
	2,201
	0,0307
	AK092103
	LOC51320
	chromosome 6 open reading frame 199

	1566182_at
	2,201
	0,0032
	BF355279
	C6orf199
	CDNA: FLJ20881 fis, clone ADKA03177

	227275_at
	2,201
	0,0499
	BE675230
	
	hypothetical protein LOC51320

	212332_at
	2,2
	0,0361
	BF110947
	RBL2
	retinoblastoma-like 2 (p130)

	211643_x_at
	2,199
	0,00354
	L14457
	MGC13096
	Clone P2-32 anti-oxidized LDL immunoglobulin light chain Fab mRNA, partial cds

	224467_s_at
	2,199
	0,039
	BC006146
	IGKC
	hypothetical protein MGC13096

	218111_s_at
	2,198
	0,0164
	NM_018686
	CMAS
	cytidine monophosphate N-acetylneuraminic acid synthetase

	209377_s_at
	2,196
	0,00132
	AF274949
	HMGN3
	high mobility group nucleosomal binding domain 3

	224408_at
	2,196
	0,044
	AF347063
	GPR145
	G protein-coupled receptor 145

	223642_at
	2,194
	0,0309
	AF193855
	ZIC2
	Zic family member 2 (odd-paired homolog, Drosophila)

	211706_s_at
	2,193
	0,0116
	AY028424
	
	cyclin-dependent kinase (CDC2-like) 11

	231364_at
	2,193
	0,0319
	BE858697
	CDK11
	CDNA clone IMAGE:4796864, partial cds

	1556621_a_at
	2,191
	0,0264
	AF085919
	CHFR
	Full length insert cDNA clone YR23G01

	233609_at
	2,19
	0,00476
	AU145587
	PTPRK
	protein tyrosine phosphatase, receptor type, K

	207692_s_at
	2,189
	0,0239
	NM_001135
	SOD2
	aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating proteoglycan, antigen identified by monoclonal antibody A0122)

	212180_at
	2,189
	0,0379
	AK000311
	CRKL
	v-crk sarcoma virus CT10 oncogene homolog (avian)-like

	215223_s_at
	2,189
	0,000479
	W46388
	AGC1
	superoxide dismutase 2, mitochondrial

	1560716_at
	2,188
	0,0486
	BC028978
	
	Hypothetical gene supported by BC028978 (LOC401181), mRNA

	202504_at
	2,187
	0,0357
	NM_012101
	TRIM29
	tripartite motif-containing 29

	213390_at
	2,186
	0,0153
	AB028987
	C19orf7
	chromosome 19 open reading frame 7

	212090_at
	2,185
	0,0462
	AL571424
	GRINA
	glutamate receptor, ionotropic, N-methyl D-asparate-associated protein 1 (glutamate binding)

	231837_at
	2,185
	0,0242
	AB040948
	USP28
	ubiquitin specific protease 28

	1562449_s_at
	2,183
	0,0273
	BC043255
	PLEK2
	Clone IMAGE:5296464, mRNA

	218644_at
	2,183
	0,0331
	NM_016445
	LARGE
	pleckstrin 2

	222094_at
	2,182
	0,0328
	AI580112
	SULT1A3
	hypothetical protein MGC5178

	220473_s_at
	2,181
	0,0132
	NM_014150
	FLJ21439
	

	241920_x_at
	2,181
	0,0345
	BG109906
	ZCCHC4
	hypothetical protein FLJ21439

	227226_at
	2,18
	0,0151
	AA418816
	C6orf117
	chromosome 6 open reading frame 117

	229012_at
	2,18
	0,011
	AW269443
	C9orf24
	chromosome 9 open reading frame 24

	214355_x_at
	2,179
	0,000609
	AW274747
	FLJ10922
	Transcribed sequence with moderate similarity to protein sp:O15320 (H.sapiens) MEA6_HUMAN Meningioma-expressed antigen 6/11

	222905_s_at
	2,179
	0,0106
	AL558164
	MGEA6
	hypothetical protein FLJ10922

	1555088_x_at
	2,178
	0,0498
	BC020868
	STAT5B
	signal transducer and activator of transcription 5B

	39835_at
	2,178
	0,00576
	U93181
	SBF1
	SET binding factor 1

	229545_at
	2,177
	0,00387
	BF591031
	C20orf42
	chromosome 20 open reading frame 42

	232286_at
	2,175
	0,0188
	AA572675
	AFF3
	CDNA FLJ12187 fis, clone MAMMA1000831

	205993_s_at
	2,174
	0,000967
	NM_005994
	FLJ13544
	T-box 2

	220578_at
	2,174
	0,0103
	NM_025008
	TBX2
	thrombospondin repeat containing 1

	1557555_at
	2,172
	0,0219
	AU146860
	
	AU146860 HEMBB1 Homo sapiens cDNA clone HEMBB1001707 3', mRNA sequence.

	222514_at
	2,17
	0,0437
	AK023373
	RRAGC
	Ras-related GTP binding C

	204197_s_at
	2,169
	0,0363
	NM_004350
	RUNX3
	runt-related transcription factor 3

	238870_at
	2,169
	0,000611
	H06481
	KCNK9
	potassium channel, subfamily K, member 9

	210524_x_at
	2,168
	0,0467
	AF078844
	MT1F
	C-terminus similar to human metallothionein-IF: Swiss-Prot Accession Number P04733; Homo sapiens hqp0376 protein mRNA, complete cds.

	217102_at
	2,168
	0,0179
	AF041410
	MAG
	malignancy-associated protein

	201481_s_at
	2,167
	0,00686
	NM_002862
	PYGB
	phosphorylase, glycogen; brain

	212480_at
	2,167
	0,0048
	AB002374
	KIAA0376
	KIAA0376 protein

	225053_at
	2,166
	0,00494
	W94952
	CNOT7
	CCR4-NOT transcription complex, subunit 7

	1565714_at
	2,164
	0,0108
	AF085963
	MYH9
	Full length insert cDNA clone YS05E02

	1557907_x_at
	2,163
	0,0031
	BE973909
	
	CDNA FLJ26945 fis, clone RCT07769

	242257_at
	2,163
	0,0054
	AW298710
	
	Transcribed sequences

	218697_at
	2,162
	0,0305
	NM_016453
	NCKIPSD
	NCK interacting protein with SH3 domain

	1569614_s_at
	2,161
	0,00219
	BC024235
	LCN8
	lipocalin 8

	1564803_at
	2,16
	0,00318
	AJ457065
	KRTAP11-1
	keratin associated protein 11-1

	219399_at
	2,16
	0,0129
	NM_018362
	LIN7C
	lin-7 homolog C (C. elegans)

	1556684_at
	2,159
	0,00174
	CA413366
	CARD14
	Human H1 RNA

	214196_s_at
	2,159
	0,00434
	AA602532
	CLN2
	ceroid-lipofuscinosis, neuronal 2, late infantile (Jansky-Bielschowsky disease)

	224113_at
	2,159
	0,00541
	BC001326
	RPPH1
	caspase recruitment domain family, member 14

	1566207_at
	2,158
	0,000675
	BQ286789
	TCEA1
	ik34d03.x1 HR85 islet Homo sapiens cDNA clone IMAGE:5782709 3', mRNA sequence.

	1558532_at
	2,156
	0,0196
	CA432736
	ITSN2
	tropomyosin 1 (alpha)

	242413_at
	2,156
	0,00557
	AI814925
	TPM1
	Transcribed sequences

	201274_at
	2,155
	0,000821
	NM_002790
	GZMA
	proteasome (prosome, macropain) subunit, alpha type, 5

	205488_at
	2,155
	0,0294
	NM_006144
	PSMA5
	granzyme A (granzyme 1, cytotoxic T-lymphocyte-associated serine esterase 3)

	235746_s_at
	2,155
	0,0085
	BE048919
	PLA2R1
	hr55f08.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:3132423 3' similar to TR:Q13018 Q13018 180 KD SECRETORY PHOSPHOLIPASE A2 RECEPTOR PRECURSOR ;, mRNA sequence.

	1558822_at
	2,154
	0,000691
	AF147412
	ARID1B
	Full length insert cDNA clone YP59C02

	203664_s_at
	2,154
	0,00211
	NM_004805
	POLR2D
	polymerase (RNA) II (DNA directed) polypeptide D

	211528_x_at
	2,153
	0,00529
	M90685
	HLA-C
	HLA-G histocompatibility antigen, class I, G

	211921_x_at
	2,153
	0,00855
	AF348514
	PTMA
	Fetal thymus prothymosin alpha mRNA, complete cds

	203940_s_at
	2,152
	0,015
	NM_014909
	KIAA1036
	KIAA1036

	208356_x_at
	2,152
	0,0444
	NM_022642
	FLJ25436
	chorionic somatomammotropin hormone 1 (placental lactogen)

	227699_at
	2,152
	0,0436
	BF511003
	CSH1
	hypothetical protein FLJ25436

	1562918_at
	2,151
	0,00945
	BC036859
	LOC442156
	CDNA clone IMAGE:4523522, partial cds

	177_at
	2,149
	0,0172
	U38545
	PLD1
	phospholipase D1, phophatidylcholine-specific

	240582_x_at
	2,149
	0,00146
	BF508930
	RANBP3
	RAN binding protein 3

	1561989_at
	2,148
	0,00112
	AK095952
	TRIM47
	Homo sapiens cDNA FLJ38633 fis, clone HHDPC2000692.

	225868_at
	2,148
	0,0332
	AW249467
	
	tripartite motif-containing 47

	1553728_at
	2,147
	0,0176
	NM_152759
	CNR1
	hypothetical protein MGC35140

	207940_x_at
	2,147
	0,0257
	NM_001840
	LOC441212; FLJ33904
	synonyms: CB1, CNR, CB-R, CB1A, CANN6, CB1K5; isoform a is encoded by transcript variant 1; central cannabinoid receptor; go_component: integral to plasma membrane [goid 0005887] [evidence TAS] [pmid 1718258]; go_component: plasma membrane [goid 0005886] [evidence E] [pmid 1718258]; go_function: cannabinoid receptor activity [goid 0004949] [evidence TAS] [pmid 1718258]; go_process: G-protein signaling, coupled to cyclic nucleotide second messenger [goid 0007187] [evidence TAS] [pmid 1718258]; go_process: behavior [goid 0007610] [evidence TAS] [pmid 1718258]; Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 1, mRNA.

	223945_x_at
	2,147
	0,0143
	AF274938
	MGC35140
	Similar to retinitis pigmentosa 9 homolog (human), clone IMAGE:5241540, mRNA, partial cds

	221006_s_at
	2,145
	0,00522
	NM_030918
	C6orf83
	sorting nexin family member 27

	225850_at
	2,145
	0,0152
	BF975327
	SNX27
	chromosome 6 open reading frame 83

	227146_at
	2,145
	0,0307
	AW873348
	QSCN6L1
	quiescin Q6-like 1

	1566807_a_at
	2,144
	0,00088
	AK097593
	PCBP3
	CDNA FLJ40274 fis, clone TESTI2027171

	208209_s_at
	2,142
	0,00652
	NM_000716
	C4BPB
	complement component 4 binding protein, beta

	1564537_a_at
	2,141
	0,00727
	AK055536
	ASB10
	ankyrin repeat and SOCS box-containing 10

	227017_at
	2,141
	0,00632
	BE644894
	LOC157697
	hypothetical protein LOC157697

	218400_at
	2,14
	0,00981
	NM_006187
	OAS3
	2'-5'-oligoadenylate synthetase 3, 100kDa

	49111_at
	2,137
	0,00955
	N80935
	
	MRNA; cDNA DKFZp762M127 (from clone DKFZp762M127)

	1556400_at
	2,136
	0,0187
	AI989541
	SCAMP2
	CDNA FLJ30146 fis, clone BRACE2000256

	200792_at
	2,136
	0,0113
	NM_001469
	G22P1
	thyroid autoantigen 70kDa (Ku antigen)

	206473_at
	2,136
	0,00555
	NM_015884
	
	membrane-bound transcription factor protease, site 2

	212152_x_at
	2,136
	0,0219
	AI679080
	MBTPS2
	AT rich interactive domain 1A (SWI- like)

	218143_s_at
	2,136
	0,0172
	NM_005697
	ARID1A
	secretory carrier membrane protein 2

	228055_at
	2,136
	0,0279
	AI763426
	NAP1L
	napsin B pseudogene

	219436_s_at
	2,135
	0,0313
	NM_016242
	EMCN
	endomucin

	207252_at
	2,134
	0,00246
	NM_003669
	LOC285458
	ubiquitin-activating enzyme E1 (A1S9T and BN75 temperature sensitivity complementing)

	227330_x_at
	2,134
	0,00305
	AA811509
	INE1
	hypothetical protein LOC285458

	1569933_at
	2,133
	0,000806
	BC014162
	SRPRB
	CDNA clone IMAGE:4547814, partial cds

	218140_x_at
	2,133
	0,0127
	NM_021203
	LRP8
	signal recognition particle receptor, B subunit

	219374_s_at
	2,133
	0,0251
	NM_024740
	DIBD1
	disrupted in bipolar affective disorder 1

	210528_at
	2,132
	0,0327
	AF010447
	MR1
	major histocompatibility complex, class I-related

	203187_at
	2,131
	0,0371
	NM_001380
	DOCK1
	dedicator of cytokinesis 1

	207537_at
	2,131
	0,00797
	NM_002625
	PINK1
	6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 1

	209018_s_at
	2,131
	0,00671
	BF432478
	PFKFB1
	PTEN induced putative kinase 1

	238440_at
	2,131
	0,0384
	BG398847
	CLYBL
	citrate lyase beta like

	1562460_at
	2,13
	0,0132
	BF512616
	CP
	cytosolic nonspecific dipeptidase (EC 3.4.13.18)

	206289_at
	2,13
	0,00604
	NM_002141
	CSRP2
	homeo box A4

	211126_s_at
	2,13
	0,0045
	U46006
	KIAA0720
	cysteine and glycine-rich protein 2

	227142_at
	2,13
	0,00247
	AW274379
	HOXA4
	KIAA0720 protein

	228143_at
	2,13
	0,0309
	AI684991
	CNDP2
	ceruloplasmin (ferroxidase)

	226277_at
	2,129
	0,00234
	AA889952
	COL4A3BP
	collagen, type IV, alpha 3 (Goodpasture antigen) binding protein

	1555175_a_at
	2,128
	0,0309
	BC009738
	FUBP1
	MAWD binding protein

	203091_at
	2,128
	0,000316
	NM_003902
	MAWBP
	far upstream element (FUSE) binding protein 1

	205457_at
	2,128
	0,0344
	NM_024294
	C6orf106
	hypothetical protein MGC4614

	225144_at
	2,128
	0,00653
	AI457436
	BMPR2
	bone morphogenetic protein receptor, type II (serine/threonine kinase)

	206498_at
	2,127
	0,0103
	NM_000275
	OCA2
	oculocutaneous albinism II (pink-eye dilution homolog, mouse)

	213614_x_at
	2,126
	0,019
	BE786672
	EEF1A1
	Human HepG2 3' region MboI cDNA, clone hmd6a12m3.

	1561004_at
	2,125
	0,00197
	AF088007
	ZDHHC3
	Full length insert cDNA clone YY74A01

	236507_at
	2,125
	0,00351
	AA700421
	
	zinc finger, DHHC domain containing 3

	208505_s_at
	2,124
	0,00247
	NM_000511
	FUT2
	fucosyltransferase 2 (secretor status included)

	240612_at
	2,124
	0,0268
	AI651803
	SLC12A8
	Transcribed sequences

	1555553_a_at
	2,123
	0,0225
	BC017963
	SLC22A7
	solute carrier family 22 (organic anion transporter), member 7

	200734_s_at
	2,122
	0,0259
	BG341906
	ARF3
	ADP-ribosylation factor 3

	206918_s_at
	2,12
	0,000111
	NM_003915
	CPNE1
	copine I

	1557918_s_at
	2,119
	0,0129
	AU131482
	HLA-DRB3
	solute carrier family 16 (monocarboxylic acid transporters), member 1

	1562745_at
	2,119
	0,00924
	W96062
	
	CDNA FLJ36372 fis, clone THYMU2008072

	215193_x_at
	2,119
	0,0432
	AJ297586
	SLC16A1
	major histocompatibility complex, class II, DR beta 3

	200733_s_at
	2,118
	0,00469
	U48296
	
	protein tyrosine phosphatase type IVA, member 1

	201704_at
	2,118
	0,0338
	NM_001247
	
	ectonucleoside triphosphate diphosphohydrolase 6 (putative function)

	221269_s_at
	2,118
	0,0109
	NM_031286
	PTP4A1
	SH3 domain binding glutamic acid-rich protein like 3

	237915_at
	2,118
	0,0457
	AI652043
	ENTPD6
	Hypothetical LOC338749 (LOC338749), mRNA

	238854_at
	2,118
	0,0394
	AW242904
	SH3BGRL3
	xn27d11.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2694933 3' similar to contains Alu repetitive element;, mRNA sequence.

	1562532_at
	2,117
	0,0194
	BC035899
	SETBP1
	Clone IMAGE:5241266, mRNA

	242901_at
	2,117
	0,0335
	AL037888
	
	DKFZp564K157_s1 564 (synonym: hfbr2) Homo sapiens cDNA clone DKFZp564K157 3', mRNA sequence.

	203614_at
	2,116
	0,0298
	NM_021645
	KIAA0266
	2700066J21Rik; Homo sapiens KIAA0266 (KIAA0266), mRNA.

	241368_at
	2,116
	0,00654
	AI190693
	
	qd50d05.x1 Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGE:1732905 3' similar to contains Alu repetitive element;, mRNA sequence.

	1556969_at
	2,114
	0,0258
	BC039688
	TFPT
	hypothetical protein DKFZp434O0527

	208429_x_at
	2,114
	0,0104
	NM_000457
	DKFZp434O0527
	hepatocyte nuclear factor 4, alpha

	218996_at
	2,114
	0,0188
	NM_013342
	HNF4A
	TCF3 (E2A) fusion partner (in childhood Leukemia)

	214479_at
	2,112
	0,0159
	NM_001496
	GFRA3
	GDNF family receptor alpha 3

	207498_s_at
	2,111
	0,0397
	NM_000106
	CYP2D6
	cytochrome P450, family 2, subfamily D, polypeptide 6

	1553945_at
	2,11
	0,0255
	NM_145171
	GPB5
	glycoprotein beta 5

	214789_x_at
	2,11
	0,0491
	AA524274
	SRP46
	Splicing factor, arginine/serine-rich, 46kD

	1554408_a_at
	2,108
	0,019
	BC007986
	TK1
	thymidine kinase 1, soluble

	222635_s_at
	2,108
	0,00653
	AF317680
	EG1
	endothelial-derived gene 1

	217049_x_at
	2,107
	0,00492
	AJ276803
	PCDH11Y
	protocadherin 11 Y-linked

	231533_at
	2,105
	0,0115
	AI912163
	
	Transcribed sequences

	1557434_at
	2,103
	0,0498
	AI261388
	APG5L
	CDNA clone IMAGE:5288160, partial cds

	201296_s_at
	2,103
	0,0241
	NM_015626
	WSB1
	WD repeat and SOCS box-containing 1

	202511_s_at
	2,103
	9,38E-06
	AK001899
	
	APG5 autophagy 5-like (S. cerevisiae)

	223549_s_at
	2,102
	0,0116
	AL136880
	ESPN
	espin

	238364_x_at
	2,102
	0,0313
	BG231548
	
	GLI-Kruppel family member GLI4

	242526_at
	2,102
	0,042
	AA002226
	GLI4
	zh82a02.s1 Soares_fetal_liver_spleen_1NFLS_S1 Homo sapiens cDNA clone IMAGE:427754 3' similar to contains element MER36 repetitive element ;, mRNA sequence.

	215710_at
	2,1
	0,00818
	AK021929
	SIAT4C
	sialyltransferase 4C (beta-galactoside alpha-2,3-sialyltransferase)

	235152_at
	2,1
	0,0411
	AW293849
	FAM111B
	CDNA FLJ42484 fis, clone BRACE2032182

	200831_s_at
	2,098
	0,00931
	AA678241
	SCD
	stearoyl-CoA desaturase (delta-9-desaturase)

	225341_at
	2,096
	0,044
	BF697312
	LOC80298
	transcription termination factor-like protein

	217863_at
	2,095
	0,0121
	AI348378
	PIAS1
	protein inhibitor of activated STAT, 1

	218480_at
	2,095
	0,00407
	NM_021831
	FLJ21839
	hypothetical protein FLJ21839

	203447_at
	2,094
	0,0368
	AU157008
	
	proteasome (prosome, macropain) 26S subunit, non-ATPase, 5

	238192_at
	2,094
	0,00568
	AW173236
	PSMD5
	xj85a09.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2663992 3', mRNA sequence.

	201571_s_at
	2,093
	0,00921
	AI656493
	DCTD
	dCMP deaminase

	236005_at
	2,093
	0,0277
	AI807987
	KLF12
	Transcribed sequences

	200008_s_at
	2,091
	0,00533
	D13988
	GDI2
	GDP dissociation inhibitor 2

	214940_s_at
	2,09
	0,00336
	AB018275
	BSPRY
	chromosome 17 open reading frame 31

	218792_s_at
	2,09
	0,0489
	NM_017688
	EPB41L4B
	B-box and SPRY domain containing

	223427_s_at
	2,09
	0,0113
	AB032179
	C17orf31
	erythrocyte membrane protein band 4.1 like 4B

	1555219_at
	2,089
	0,0177
	BC008094
	STAM2
	retinal G protein coupled receptor

	211997_x_at
	2,089
	0,000767
	NM_005324
	LOC51149
	H3 histone, family 3B (H3.3B)

	215044_s_at
	2,089
	0,0165
	AI571996
	RGR
	signal transducing adaptor molecule (SH3 domain and ITAM motif) 2

	215755_at
	2,089
	0,0191
	AK022006
	H3F3B
	Homo sapiens cDNA FLJ11944 fis, clone HEMBB1000684.

	212715_s_at
	2,088
	0,00502
	AB020626
	KIAA0819
	KIAA0819 protein

	217849_s_at
	2,088
	0,0153
	NM_006035
	CDC42BPB
	CDC42 binding protein kinase beta (DMPK-like)

	206284_x_at
	2,086
	0,000138
	NM_001834
	CLTB
	clathrin, light polypeptide (Lcb)

	229936_at
	2,086
	0,0402
	AA694259
	GFRA3
	GDNF family receptor alpha 3

	36888_at
	2,086
	0,00474
	AB020648
	KIAA0841
	KIAA0841

	1557888_at
	2,084
	0,00628
	BC037737
	TNFRSF21
	hypothetical protein LOC126208

	1557889_at
	2,084
	0,00807
	BC006326
	THEG
	CDNA clone IMAGE:4138742, partial cds

	200098_s_at
	2,084
	0,0338
	T33068
	LDLRAD3
	anaphase promoting complex subunit 5

	218856_at
	2,084
	0,00282
	NM_016629
	ANAPC5
	synonyms: DR6, BM-018; death receptor 6; TNFR-related death receptor 6; Homo sapiens tumor necrosis factor receptor superfamily, member 21 (TNFRSF21), mRNA.

	220808_at
	2,084
	0,00957
	NM_016585
	LOC126208
	Theg homolog (mouse)

	221473_x_at
	2,084
	0,0151
	U49188
	LOC51234
	tumor differentially expressed 1

	223043_at
	2,084
	0,00723
	AF151018
	NEFH
	hypothetical protein LOC51234

	33767_at
	2,084
	0,0337
	X15306
	TDE1
	H.sapiens NF-H gene, exon 1 (and joined CDS).

	231955_s_at
	2,083
	0,00259
	AC007130
	HIBADH
	Homo sapiens BAC clone GS1-98E2 from 7, complete sequence.

	1565082_x_at
	2,081
	0,000453
	AF272982
	SRC
	v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog (avian)

	213361_at
	2,081
	0,00996
	AW129593
	TDRD7
	tudor repeat associator with PCTAIRE 2

	205426_s_at
	2,08
	0,00905
	U79734
	HIP1
	huntingtin interacting protein 1

	205645_at
	2,079
	0,0175
	NM_004726
	DKFZP564G2022
	RALBP1 associated Eps domain containing 2

	212204_at
	2,079
	0,00275
	AL049944
	REPS2
	DKFZP564G2022 protein

	1558249_s_at
	2,078
	0,00356
	BE878126
	STX16
	syntaxin 16

	1554097_a_at
	2,077
	0,0483
	BC021861
	FLJ20542
	CDNA FLJ42400 fis, clone ASTRO2003581

	217994_x_at
	2,077
	0,0286
	NM_017871
	LOC554202
	hypothetical protein FLJ20542

	41160_at
	2,077
	0,0189
	AC005943
	MBD3
	

	1565730_at
	2,076
	0,0157
	AI005660
	
	Transcribed sequence

	226403_at
	2,075
	0,00543
	BE645551
	TMC4
	transmembrane channel-like 4

	206105_at
	2,074
	0,0203
	NM_002025
	FMR2
	fragile X mental retardation 2

	209089_at
	2,074
	0,0186
	BC001267
	RYK
	RAB5A, member RAS oncogene family

	216976_s_at
	2,074
	0,00163
	X96588
	ESRRBL1
	RYK receptor-like tyrosine kinase

	218100_s_at
	2,074
	0,00321
	NM_018010
	RAB5A
	estrogen-related receptor beta like 1

	1564400_at
	2,073
	0,0137
	AK093452
	DAB1
	Hypothetical protein LOC284274 (LOC284274), mRNA

	212087_s_at
	2,073
	0,00639
	AL562733
	CDON
	Era G-protein-like 1 (E. coli)

	221566_s_at
	2,073
	0,00272
	AF043244
	LOC284274
	nucleolar protein 3 (apoptosis repressor with CARD domain)

	227526_at
	2,073
	0,0347
	AU151222
	ERAL1
	CDNA FLJ12924 fis, clone NT2RP2004709

	242840_at
	2,073
	0,0373
	R51383
	NOL3
	Transcribed sequences

	202145_at
	2,071
	0,00955
	NM_002346
	LY6E
	lymphocyte antigen 6 complex, locus E

	225988_at
	2,07
	0,0257
	AI819938
	HERC4
	DKFZP564G092 protein

	240993_at
	2,069
	0,00175
	BF511800
	UPF3B
	Similar to UPF3 regulator of nonsense transcripts homolog B isoform 2 (LOC158796), mRNA

	243960_x_at
	2,068
	0,00446
	AA906248
	DKFZP434A0131
	Similar to Cohesin subunit SA-3 (Stromal antigen 3) (SCC3 homolog 3) (LOC392725), mRNA

	1568877_a_at
	2,066
	0,012
	BC025309
	
	acyl-Coenzyme A binding domain containing 5

	205541_s_at
	2,066
	0,034
	NM_018094
	GSPT2
	G1 to S phase transition 2

	214238_at
	2,066
	0,00712
	AI093572
	ACBD5
	Clone DT1P1B6 mRNA, CAG repeat region

	203742_s_at
	2,065
	0,042
	BF674842
	MYOM2
	thymine-DNA glycosylase

	205826_at
	2,065
	0,00679
	NM_003970
	FLJ23476
	myomesin (M-protein) 2, 165kDa

	222703_s_at
	2,065
	0,00348
	BE464161
	LAMA4
	ischemia/reperfusion inducible protein

	231113_at
	2,065
	0,0246
	AW205137
	TDG
	Transcribed sequences

	237566_at
	2,064
	0,00451
	BF060696
	
	7j59e11.x1 Soares_NSF_F8_9W_OT_PA_P_S1 Homo sapiens cDNA clone IMAGE:3390764 3', mRNA sequence.

	242678_at
	2,064
	0,000542
	T86427
	LPP
	yd87d01.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:115201 3', mRNA sequence.

	219888_at
	2,063
	0,0106
	NM_003116
	SPAG4
	sperm associated antigen 4

	230176_at
	2,062
	0,0428
	AI372850
	UEV3
	ubiquitin-conjugating enzyme E2-like

	211045_s_at
	2,059
	0,00049
	BC006334
	KCNH6
	potassium voltage-gated channel, subfamily H (eag-related), member 6

	214195_at
	2,058
	0,0183
	AA602532
	CLN2
	ceroid-lipofuscinosis, neuronal 2, late infantile (Jansky-Bielschowsky disease)

	218726_at
	2,058
	0,0126
	NM_018410
	DKFZp762E1312
	hypothetical protein DKFZp762E1312

	243757_at
	2,057
	0,00324
	AA861773
	GATS
	Transcribed sequences

	1554664_at
	2,056
	0,0134
	BC021580
	MYD88
	chromosome 9 open reading frame 90

	209124_at
	2,056
	0,00879
	U70451
	GNGT2
	myeloid differentiation primary response gene (88)

	217629_at
	2,056
	0,0464
	AA365670
	C9orf90
	Transcribed sequence with strong similarity to protein ref:NP_057175.1 (H.sapiens)  HSPC025; eIEF associated protein HSPC021 [Homo sapiens]

	209563_x_at
	2,055
	0,0192
	BC000454
	CALM1
	calmodulin 1 (phosphorylase kinase, delta)

	215638_at
	2,055
	0,00341
	U88358
	ERBB3
	v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 (avian)

	1557098_s_at
	2,054
	0,00449
	AW593432
	HAR1A
	hg16a04.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:2945742 3', mRNA sequence.

	1565974_at
	2,052
	0,00167
	AK074226
	ZFYVE28
	CDNA FLJ23646 fis, clone COL03258

	1569383_s_at
	2,052
	0,00177
	BC032605
	SUV420H1
	zinc finger, FYVE domain containing 28

	206410_at
	2,052
	0,00103
	NM_021969
	NR0B2
	nuclear receptor subfamily 0, group B, member 2

	235630_at
	2,048
	0,0274
	AI307772
	LOC728730
	Transcribed sequences

	206875_s_at
	2,045
	0,0155
	NM_014720
	SP4
	SNF1 sucrose nonfermenting like kinase (yeast)

	236265_at
	2,045
	0,00138
	BF438799
	SLK
	Clone IMAGE:3887266, mRNA

	201658_at
	2,044
	0,0132
	AU151560
	ARL1
	ADP-ribosylation factor-like 1

	1561891_at
	2,043
	0,00683
	BC034927
	LIPC
	Clone IMAGE:4137880, mRNA

	228364_at
	2,042
	0,0285
	AI571770
	
	similar to zinc finger protein

	241504_at
	2,042
	0,00266
	AA936595
	DGCR8
	Transcribed sequences

	64474_g_at
	2,042
	0,00922
	AA203219
	LOC147808
	DiGeorge syndrome critical region gene 8

	1552816_at
	2,04
	0,0367
	NM_145283
	NUP133
	similar to hypothetical protein BC014127

	236905_at
	2,04
	0,00914
	AI276857
	C9orf121
	Transcribed sequence with strong similarity to protein ref:NP_060700.1 (H.sapiens)  hypothetical protein FLJ10814; nucleoporin 133 [Homo sapiens]

	239001_at
	2,039
	9,11E-05
	AV705233
	MGST1
	microsomal glutathione S-transferase 1

	209820_s_at
	2,037
	0,0145
	BC002361
	TBL3
	transducin (beta)-like 3

	214805_at
	2,037
	0,0215
	U79273
	EIF4A1
	eukaryotic translation initiation factor 4A, isoform 1

	212257_s_at
	2,034
	0,00504
	AW131754
	SMARCA2
	SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 2

	237307_at
	2,034
	0,00807
	AW299734
	
	Transcribed sequences

	1554385_a_at
	2,033
	0,00812
	BC009701
	PADI2
	peptidyl arginine deiminase, type II

	1559091_s_at
	2,032
	0,0109
	AA825628
	FGD2
	od67b10.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1372987 3', mRNA sequence.

	1563106_at
	2,032
	0,0429
	BC032028
	
	Homo sapiens cDNA clone IMAGE:4821332, partial cds.

	225251_at
	2,032
	0,01
	AK021761
	RAB24
	RAB24, member RAS oncogene family

	215288_at
	2,031
	0,0476
	AI769824
	DEPC-1
	H.sapiens mRNA for trpc2 transcript (possible pseudogene)

	226127_at
	2,031
	0,00423
	BF062547
	TRPC2
	prostate cancer antigen-1

	233339_s_at
	2,031
	0,0267
	AW024272
	ARID1B
	AT rich interactive domain 1B (SWI1-like)

	215461_at
	2,03
	0,012
	AI807507
	LOC148066
	zinc and ring finger 4

	204118_at
	2,028
	0,0377
	NM_001778
	
	CD48 antigen (B-cell membrane protein)

	220452_x_at
	2,028
	0,0316
	NM_021031
	CD48
	

	243609_at
	2,028
	0,0133
	AV692280
	CYP3A7
	cytochrome P450, family 3, subfamily A, polypeptide 7

	208835_s_at
	2,026
	0,0175
	AW089673
	LUC7A
	cisplatin resistance-associated overexpressed protein

	1555478_at
	2,025
	0,043
	BC046200
	LOC388407
	hypothetical gene supported by BC046200

	1570395_a_at
	2,025
	0,00361
	BC034777
	FAM66C
	Homo sapiens, clone IMAGE:5174164, mRNA.

	215560_x_at
	2,025
	0,0253
	AU145135
	MTRF1L
	mitochondrial translational release factor 1-like

	201917_s_at
	2,024
	5,81E-05
	AI694452
	GDF3
	hypothetical protein FLJ10618

	220053_at
	2,024
	0,0145
	NM_020634
	FLJ10618
	growth differentiation factor 3

	1563120_at
	2,023
	0,0317
	BC039475
	
	CDNA FLJ44380 fis, clone TRACH3035482

	238401_at
	2,023
	0,0185
	AI311040
	FLJ35220
	hypothetical protein FLJ35220

	1554890_a_at
	2,022
	0,0244
	BC015944
	DNAH6
	TIA1 cytotoxic granule-associated RNA binding protein

	1561617_at
	2,022
	0,0421
	BU616806
	ASGR2
	dynein, axonemal, heavy polypeptide 6

	206130_s_at
	2,022
	0,0108
	NM_001181
	TIA1
	asialoglycoprotein receptor 2

	202671_s_at
	2,021
	0,0144
	NM_003681
	C1QTNF2
	pyridoxal (pyridoxine, vitamin B6) kinase

	215155_at
	2,021
	0,0305
	J04178
	PDXK
	hexosaminidase A (alpha polypeptide)

	221528_s_at
	2,021
	0,019
	BC000143
	HEXA
	engulfment and cell motility 2 (ced-12 homolog, C. elegans)

	223749_at
	2,021
	0,00382
	AF329836
	ELMO2
	C1q and tumor necrosis factor related protein 2

	228606_at
	2,02
	0,00918
	AW016718
	MGC33212
	hypothetical protein MGC33212

	1554812_at
	2,019
	0,00691
	BC020838
	CLDN20
	CDNA clone MGC:23949 IMAGE:4243903, complete cds

	224562_at
	2,019
	0,011
	AK025566
	WASF2
	WAS protein family, member 2

	219193_at
	2,017
	0,0185
	NM_018034
	OCLN
	hypothetical protein FLJ10233

	227492_at
	2,017
	0,0484
	AI829721
	FLJ10233
	occludin

	1564318_at
	2,015
	0,0446
	AK098364
	RPC155
	polymerase (RNA) III (DNA directed) (155kD)

	200675_at
	2,013
	0,0119
	NM_004356
	SERPINB1
	CD81 antigen (target of antiproliferative antibody 1)

	239213_at
	2,013
	0,00047
	W52010
	CD81
	serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), member 1

	1552549_a_at
	2,012
	0,0255
	NM_057176
	ARPC4
	Bartter syndrome, infantile, with sensorineural deafness (Barttin)

	217818_s_at
	2,012
	8,09E-05
	NM_005718
	BSND
	actin related protein 2/3 complex, subunit 4, 20kDa

	1557540_at
	2,011
	0,0365
	BQ006233
	
	CDNA FLJ31833 fis, clone NT2RP6000130

	214134_at
	2,011
	0,0189
	BF939689
	MGC42367
	Similar to 2010300C02Rik protein (LOC343990), mRNA

	202636_at
	2,01
	0,0383
	NM_005667
	RNF103
	ring finger protein 103

	203944_x_at
	2,01
	0,0232
	NM_007049
	BTN2A1
	butyrophilin, subfamily 2, member A1

	1558574_at
	2,009
	0,00955
	BC042993
	MGC33382
	Clone IMAGE:5296737, mRNA

	208953_at
	2,009
	0,0155
	AU154358
	KIAA0217
	KIAA0217 protein

	230329_s_at
	2,009
	0,00327
	AI580268
	NUDT6
	nudix (nucleoside diphosphate linked moiety X)-type motif 6

	244324_at
	2,009
	0,023
	BG283921
	
	602407676F1 NIH_MGC_91 Homo sapiens cDNA clone IMAGE:4519747 5', mRNA sequence.

	204402_at
	2,008
	0,0184
	NM_012265
	C22orf3
	chromosome 22 open reading frame 3

	204757_s_at
	2,008
	0,015
	R61539
	TMEM24
	KIAA0285 gene product

	216886_at
	2,008
	0,000531
	X89745
	CHRNA4
	H.sapiens mRNA for neuronal acetylcholine receptor alpha-4 subunit, exon 5.

	1555611_s_at
	2,006
	0,000109
	BC012487
	
	Homo sapiens cDNA clone IMAGE:4509171, **** WARNING: chimeric clone ****.

	213855_s_at
	2,006
	0,00861
	AI500366
	MBD1
	lipase, hormone-sensitive

	237922_at
	2,006
	0,00729
	AW573261
	LIPE
	Transcribed sequences

	224948_at
	2,005
	0,00391
	BF970023
	CCDC85A
	mitochondrial ribosomal protein S24

	243382_at
	2,005
	0,00298
	AW663049
	MRPS24
	LOC388952 (LOC388952), mRNA

	212801_at
	2,004
	0,0209
	AI861788
	CIT
	citron (rho-interacting, serine/threonine kinase 21)

	216025_x_at
	2,003
	0,013
	M21940
	CYP2C9
	cytochrome P450, family 2, subfamily C, polypeptide 9

	238092_at
	2,003
	0,00756
	AI277300
	PC
	Transcribed sequences

	229375_at
	2,002
	0,0154
	AL526713
	PPIE
	Transcribed sequence with weak  similarity to protein ref:NP_060265.1 (H.sapiens)  hypothetical protein FLJ20378 [Homo sapiens]

	1555565_s_at
	2,001
	0,0202
	AF314222
	TAPBP
	TAP binding protein (tapasin)

	220789_s_at
	2,001
	0,00248
	NM_004749
	TBRG4
	transforming growth factor beta regulator 4

	217477_at
	0,5
	0,000883
	U78581
	FLJ27365
	phosphatidylinositol-4-phosphate 5-kinase, type I, beta

	225529_at
	0,5
	0,0292
	AI492175
	PIP5K1B
	centaurin, beta 5

	238058_at
	0,5
	0,0131
	AA603041
	CENTB5
	hypothetical protein LOC150381

	1555647_a_at
	0,499
	0,0187
	AF493430
	MMP8
	forkhead box P2

	207329_at
	0,499
	0,00871
	NM_002424
	MXD4
	matrix metalloproteinase 27

	210778_s_at
	0,499
	0,0125
	BC002713
	ZMYND11
	MAX dimerization protein 4

	215934_at
	0,499
	0,0445
	D16471
	FOXP2
	Human mRNA, Xq terminal portion.

	243054_at
	0,499
	0,00761
	BF196963
	
	Transcribed sequence with weak  similarity to protein sp:P39188 (H.sapiens) ALU1_HUMAN Alu subfamily J sequence contamination warning entry

	1555869_a_at
	0,498
	0,00502
	BG205347
	SOCS3
	Hypothetical gene supported by BC038188 (LOC401276), mRNA

	205969_at
	0,498
	0,0226
	NM_001086
	LOC729070
	arylacetamide deacetylase (esterase)

	206360_s_at
	0,498
	0,014
	NM_003955
	ARPP-19
	suppressor of cytokine signaling 3

	206817_x_at
	0,498
	0,00111
	NM_007185
	TNRC4
	trinucleotide repeat containing 4

	221483_s_at
	0,498
	0,0251
	AF084555
	
	cyclic AMP phosphoprotein, 19 kD

	222429_at
	0,498
	0,0184
	AF077353
	HIP-55
	src homology 3 domain-containing protein HIP-55

	236682_at
	0,498
	0,000877
	BE048525
	AADAC
	Transcribed sequences

	203224_at
	0,497
	0,00736
	BF340123
	RBM10
	riboflavin kinase

	203854_at
	0,497
	0,00548
	NM_000204
	OGG1
	I factor (complement)

	205301_s_at
	0,497
	0,0178
	NM_016820
	RFK
	8-oxoguanine DNA glycosylase

	217221_x_at
	0,497
	0,0183
	AL137421
	IF
	RNA binding motif protein 10

	203414_at
	0,496
	0,00287
	NM_012329
	DKFZp434L142
	monocyte to macrophage differentiation-associated

	219872_at
	0,496
	0,0426
	NM_016613
	KIAA0888
	hypothetical protein DKFZp434L142

	227159_at
	0,496
	0,000164
	AI827015
	FOXK2
	D11lgp1e-like

	235048_at
	0,496
	0,0426
	AV720650
	MMD
	TGF beta-inducible nuclear protein 1

	242938_s_at
	0,496
	0,003
	AV763408
	LGP1
	forkhead box K2

	243867_at
	0,496
	0,0274
	AW292846
	ZNF518
	Transcribed sequences

	207425_s_at
	0,495
	0,0314
	NM_006640
	MATP
	MLL septin-like fusion

	208764_s_at
	0,495
	0,0118
	D13119
	CTNNB1
	ATP synthase, H+ transporting, mitochondrial F0 complex, subunit c (subunit 9), isoform 2

	213735_s_at
	0,495
	0,0201
	AI557312
	MSF
	cytochrome c oxidase subunit Vb

	221644_s_at
	0,495
	0,0459
	BC003597
	ATP5G2
	membrane associated transporter

	222773_s_at
	0,495
	0,00793
	AA554045
	COX5B
	UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 12 (GalNAc-T12)

	240404_at
	0,495
	0,00742
	AW450323
	GALNT12
	Transcribed sequences

	242558_at
	0,495
	0,00473
	AW362945
	
	CDNA FLJ45490 fis, clone BRTHA2005831

	200795_at
	0,494
	0,000834
	NM_004684
	CLDN17
	SPARC-like 1 (mast9, hevin)

	221328_at
	0,494
	0,0327
	NM_012131
	SPARCL1
	claudin 17

	224528_s_at
	0,494
	0,0176
	AB044584
	KCNIP2
	Homo sapiens KChIP2b mRNA for potassium channel-interacting protein 2b, complete cds.

	240630_at
	0,494
	0,00136
	AI820647
	RARA
	os11f11.x5 NCI_CGAP_Lu5 Homo sapiens cDNA clone IMAGE:1605069 3' similar to contains Alu repetitive element;, mRNA sequence.

	211475_s_at
	0,493
	0,00834
	AF116273
	DBC1
	BCL2-associated athanogene

	215976_at
	0,493
	0,0235
	AU146945
	Cab45
	CDNA FLJ12040 fis, clone HEMBB1001944

	223126_s_at
	0,493
	0,0208
	AI159874
	C1orf21
	chromosome 1 open reading frame 21

	232032_x_at
	0,493
	0,0113
	AI469425
	BAG1
	tm08f07.x1 NCI_CGAP_Co14 Homo sapiens cDNA clone IMAGE:2156005 3' similar to contains MSR1.t2 MSR1 repetitive element ;, mRNA sequence.

	1560011_at
	0,492
	0,00296
	AK092432
	NRL
	prostate stem cell antigen

	202468_s_at
	0,492
	0,013
	NM_003798
	ACYP2
	catenin (cadherin-associated protein), alpha-like 1

	206596_s_at
	0,492
	0,000772
	M81840
	NRBF2
	neural retina leucine zipper

	206655_s_at
	0,492
	0,0125
	NM_000407
	PSCA
	glycoprotein Ib (platelet), beta polypeptide

	206833_s_at
	0,492
	0,0256
	NM_001108
	DTX3
	synonyms: ACYM, ACYP; acylphosphate phosphohydrolase; go_function: acylphosphatase activity [goid 0003998] [evidence TAS] [pmid 8268218]; go_function: hydrolase activity [goid 0016787] [evidence IEA]; go_process: phosphate metabolism [goid 0006796] [evidence TAS] [pmid 8268218]; Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA.

	211632_at
	0,492
	0,0281
	L34163
	IGHM
	Clone HA1 anti-HAV capsid immunoglobulin G heavy chain variable region mRNA, partial cds

	221803_s_at
	0,492
	0,0065
	AA883074
	CTNNAL1
	nuclear receptor binding factor 2

	49049_at
	0,492
	0,0358
	N92708
	GP1BB
	deltex 3 homolog (Drosophila)

	210350_x_at
	0,491
	0,00541
	AF044076
	ING1
	inhibitor of growth family, member 1

	213011_s_at
	0,491
	0,0257
	BF116254
	
	7n79g04.x1 NCI_CGAP_Ov18 Homo sapiens cDNA clone IMAGE:3570991 3' similar to SW:TPIS_HUMAN P00938 TRIOSEPHOSPHATE ISOMERASE ;, mRNA sequence.

	227206_at
	0,491
	0,00192
	BE465462
	TPI1
	CDNA: FLJ21923 fis, clone HEP04081

	229681_at
	0,491
	0,0382
	AW449289
	NDUFA10
	UI-H-BI3-akh-f-09-0-UI.s1 NCI_CGAP_Sub5 Homo sapiens cDNA clone IMAGE:2734241 3', mRNA sequence.

	1555096_at
	0,49
	0,0267
	BC036870
	
	hypothetical protein MGC46496

	1556359_at
	0,49
	0,0331
	H57540
	OBRGRP
	chromosome 6 open reading frame 89

	201714_at
	0,49
	0,00954
	NM_001070
	RNF159
	tubulin, gamma 1

	202378_s_at
	0,49
	0,0475
	NM_017526
	MGC46496
	leptin receptor

	216516_at
	0,49
	0,00316
	AL080315
	C6orf89
	

	229996_s_at
	0,49
	0,011
	BF196224
	TUBG1
	hypothetical protein MGC16202

	201755_at
	0,489
	0,0321
	NM_006739
	PRKCD
	MCM5 minichromosome maintenance deficient 5, cell division cycle 46 (S. cerevisiae)

	202545_at
	0,489
	0,0124
	NM_006254
	MCM5
	protein kinase C, delta

	1554483_at
	0,488
	0,00338
	AF361356
	HIVEP2
	voltage-dependent calcium channel gamma subunit-like protein

	212641_at
	0,488
	0,035
	AL023584
	PR1
	Human DNA sequence from clone RP1-67K17 on chromosome 6q24.1-24.3, complete sequence.

	226391_at
	0,488
	0,0322
	AW271788
	NDUFB2
	NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2, 8kDa

	232944_at
	0,488
	0,00398
	AK024132
	FLJ13710
	hypothetical protein FLJ13710

	223433_at
	0,487
	0,00728
	AF226046
	C7orf36
	chromosome 7 open reading frame 36

	1568791_s_at
	0,486
	0,0167
	AI208948
	CTBP2
	Clone IMAGE:5266257, mRNA

	210554_s_at
	0,486
	0,013
	BC002486
	EDNRB
	C-terminal binding protein 2

	219812_at
	0,486
	0,0198
	NM_024070
	KIAA1163
	stromal antigen 3

	226718_at
	0,486
	0,0187
	AA001423
	NDUFS8
	amphoterin-induced gene

	232169_x_at
	0,486
	0,0131
	AK002110
	STAG3
	NADH dehydrogenase (ubiquinone) Fe-S protein 8, 23kDa (NADH-coenzyme Q reductase)

	232006_at
	0,485
	0,0146
	AW292935
	RPL7P2
	serine/threonine kinase 35

	232714_at
	0,485
	0,0197
	AL390160
	DBNDD2
	MRNA; cDNA DKFZp761P1315 (from clone DKFZp761P1315)

	1553046_s_at
	0,484
	4,29E-05
	NM_022134
	ACPP
	glycoprotein beta-Gal 3'-sulfotransferase

	1561403_at
	0,484
	0,0214
	BC031861
	LPHN3
	hypothetical protein LOC286220

	1565772_at
	0,484
	0,000554
	AL042444
	LOC645634
	p21/Cdc42/Rac1-activated kinase 1 (STE20 homolog, yeast)

	205737_at
	0,484
	0,00816
	NM_004518
	PAK1
	potassium voltage-gated channel, KQT-like subfamily, member 2

	209866_s_at
	0,484
	0,00238
	R50822
	GAL3ST2
	latrophilin 3

	213685_at
	0,484
	0,00106
	AA830143
	BMSC-UbP
	transcription elongation factor B (SIII), polypeptide 3 (110kDa, elongin A)

	224036_s_at
	0,484
	0,0158
	AF063592
	KCNQ2
	Brain my034 protein mRNA, complete cds

	225063_at
	0,484
	0,00791
	BF568780
	C9orf157
	bone marrow stromal cell-derived ubiquitin-like

	231711_at
	0,484
	0,0294
	BF592752
	ACHP; PPD2; C7orf2; FLJ11665
	acid phosphatase, prostate

	240618_at
	0,484
	0,0223
	BF439479
	
	Transcribed sequence with strong similarity to protein ref:NP_072097.2 (H.sapiens)  vacuolar protein sorting 16

	244379_at
	0,484
	0,0414
	BF222204
	PTPRA
	Similar to oral cancer overexpressed 2; transmembrane protein 16A (eight membrane-spanning domains) (LOC343531), mRNA

	206271_at
	0,483
	0,0437
	NM_003265
	HSHUR7SEQ
	toll-like receptor 3

	213324_at
	0,483
	0,0193
	AK024281
	C14orf116
	v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog (avian)

	215842_s_at
	0,483
	0,00668
	AK024264
	SRC
	ATPase, Class VI, type 11A

	216257_at
	0,483
	0,0154
	BE148534
	DKFZP564J0863
	serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), member 13

	220978_at
	0,483
	0,0429
	NM_030966
	PRCP
	keratin associated protein 1-3

	223453_s_at
	0,483
	0,00311
	BC005096
	KRTAP1-3
	Homo sapiens cDNA clone IMAGE:4053143, **** WARNING: chimeric clone ****.

	224710_at
	0,483
	0,0325
	AF322067
	RAB34
	RAB34, member RAS oncogene family

	231588_at
	0,483
	0,0307
	AV649246
	TLR3
	prolylcarboxypeptidase (angiotensinase C)

	239164_at
	0,483
	0,0109
	BE674896
	ATP11A
	Transcribed sequence with weak  similarity to protein ref:NP_060265.1 (H.sapiens)  hypothetical protein FLJ20378 [Homo sapiens]

	241984_at
	0,483
	0,00277
	BF984444
	RAB12
	chromosome 14 open reading frame 116

	1557119_a_at
	0,482
	0,00436
	AK057129
	BSG
	zinc finger protein 575

	201345_s_at
	0,482
	0,013
	NM_003339
	CAPN3
	ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast)

	208677_s_at
	0,482
	0,0204
	AL550657
	UBE2D2
	basigin (OK blood group)

	214453_s_at
	0,482
	0,0131
	NM_006417
	IFI44
	interferon-induced protein 44

	214475_x_at
	0,482
	0,013
	AF127764
	ZNF575
	calpain 3, (p94)

	242941_x_at
	0,482
	0,011
	AI198532
	TBX1
	qf49e10.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1753386 3' similar to contains PTR5.b3 PTR5 PTR5 repetitive element ;, mRNA sequence.

	243300_at
	0,482
	0,00837
	BF509191
	KTN1
	UI-H-BI4-aov-e-06-0-UI.s1 NCI_CGAP_Sub8 Homo sapiens cDNA clone IMAGE:3086291 3', mRNA sequence.

	1558622_a_at
	0,481
	0,0167
	AK057494
	PALMD
	zinc finger protein 548

	214856_at
	0,481
	0,00834
	BF434424
	SPTBN1
	spectrin, beta, non-erythrocytic 1

	218736_s_at
	0,481
	0,0348
	NM_017734
	BITE
	palmdelphin

	222975_s_at
	0,481
	0,0256
	AI423180
	CTSD
	NRAS-related gene

	227886_at
	0,481
	0,00214
	AU147615
	D1S155E
	CDNA FLJ12231 fis, clone MAMMA1001191

	238154_at
	0,481
	0,0287
	AI285884
	ZNF548
	p10-binding protein

	1558792_x_at
	0,48
	0,0027
	AK090661
	KIAA1935
	adaptor-related protein complex 2, alpha 1 subunit

	1564573_at
	0,48
	0,00952
	BC036199
	MYOCD
	cathepsin D (lysosomal aspartyl protease)

	222643_s_at
	0,48
	0,0405
	BF116243
	AP2A1
	Bardet-Biedl syndrome 1

	226720_at
	0,48
	0,0248
	AI686303
	BBS1
	KIAA1935 protein

	237206_at
	0,48
	0,0204
	AI452798
	LOC402778
	myocardin

	210935_s_at
	0,479
	0,0313
	AF274954
	GLUL
	WD repeat domain 1

	212482_at
	0,479
	0,0378
	BF671894
	ABHD5
	hypothetical protein FLJ13910

	213805_at
	0,479
	0,0123
	AI692428
	MDGA1
	abhydrolase domain containing 5

	217203_at
	0,479
	0,0391
	U08626
	LAMB1
	Homo sapiens glutamine synthetase pseudogene, complete sequence.

	217363_x_at
	0,479
	0,00112
	AL031313
	FLJ13910
	Human DNA sequence from clone RP4-581F12 on chromosome Xq21, complete sequence.

	226855_at
	0,479
	0,00747
	N50413
	WDR1
	Transcribed sequence with weak  similarity to protein ref:NP_060265.1 (H.sapiens)  hypothetical protein FLJ20378 [Homo sapiens]

	236437_at
	0,479
	0,0369
	N30158
	PDP2
	Transcribed sequences

	238543_x_at
	0,479
	0,00787
	BF724151
	RPL22
	MAM domain containing glycosylphosphatidylinositol anchor 1

	1562670_at
	0,478
	0,00488
	AK093301
	PHF7
	CDNA FLJ35982 fis, clone TESTI2013604

	1562942_at
	0,478
	0,00888
	BC035345
	FBXL7
	Clone IMAGE:5180681, mRNA

	201014_s_at
	0,478
	0,00255
	NM_006452
	BVES
	phosphoribosylaminoimidazole carboxylase, phosphoribosylaminoimidazole succinocarboxamide synthetase

	204695_at
	0,478
	0,00209
	AI343459
	
	cell division cycle 25A

	212059_s_at
	0,478
	0,0282
	AL117480
	PAICS
	transient receptor potential cation channel, subfamily C, member 4 associated protein

	213249_at
	0,478
	0,00192
	AU145127
	LSM8
	F-box and leucine-rich repeat protein 7

	221930_at
	0,478
	0,0479
	AI217472
	TRPC4AP
	PHD finger protein 7

	227590_at
	0,478
	0,00711
	BE501980
	
	CDNA clone IMAGE:4800077, partial cds

	228783_at
	0,478
	0,0213
	AA993518
	CDC25A
	blood vessel epicardial substance

	230020_at
	0,478
	0,00842
	AI536000
	LOC150383
	LSM8 homolog, U6 small nuclear RNA associated (S. cerevisiae)

	236178_at
	0,478
	0,0225
	AW166877
	C6orf162
	chromosome 6 open reading frame 162

	1554489_a_at
	0,477
	9,58E-05
	BC016050
	BITE
	p10-binding protein

	227092_at
	0,477
	0,000763
	AI341383
	LOC165186
	Transcribed sequence with weak  similarity to protein ref:NP_001448.1 (H.sapiens)  filamin B, beta

	236717_at
	0,477
	0,0118
	AI632621
	LOC728928
	similar to RIKEN cDNA 4632412N22 gene

	1558529_s_at
	0,476
	0,0482
	BU147359
	ECAT1
	CDNA FLJ43258 fis, clone HHDPC1000001

	200086_s_at
	0,476
	0,00312
	AA854966
	COX4I1
	cytochrome c oxidase subunit IV isoform 1

	231474_at
	0,476
	0,000594
	AI955057
	
	Similar to RIKEN cDNA 2410004A20 (LOC154288), mRNA

	227707_at
	0,475
	0,0353
	AW027183
	
	myosin regulatory light chain interacting protein

	232403_at
	0,475
	0,0358
	BF062814
	FLJ21439
	hypothetical protein FLJ21439

	234532_at
	0,475
	0,0205
	AL050200
	MYLIP
	Homo sapiens mRNA; cDNA DKFZp586E1423 (from clone DKFZp586E1423).

	239891_x_at
	0,475
	0,00467
	AA001052
	
	ze47e01.s1 Soares retina N2b4HR Homo sapiens cDNA clone IMAGE:362136 3', mRNA sequence.

	208628_s_at
	0,474
	0,00552
	BC002411
	MAPK9
	nuclease sensitive element binding protein 1

	210020_x_at
	0,474
	0,036
	M58026
	IGKC
	calmodulin-like 3

	210570_x_at
	0,474
	0,00471
	U35002
	CALML3
	mitogen-activated protein kinase 9

	216576_x_at
	0,474
	0,0063
	AF103529
	NSEP1
	Clone H10 anti-HLA-A2/A28 immunoglobulin light chain variable region mRNA, partial cds

	1553209_at
	0,473
	0,0439
	NM_032814
	CNIH3
	hypothetical protein FLJ14627

	200930_s_at
	0,473
	0,0486
	AA156675
	CD36
	vinculin

	206488_s_at
	0,473
	0,0398
	NM_000072
	CA13
	CD36 antigen (collagen type I receptor, thrombospondin receptor)

	213318_s_at
	0,473
	0,0172
	BG028844
	FLJ14627
	HLA-B associated transcript 3

	231270_at
	0,473
	0,00464
	BF111998
	BAT3
	carbonic anhydrase 13

	239724_at
	0,473
	0,0254
	AI653368
	VCL
	Transcribed sequences

	206051_at
	0,472
	0,00633
	NM_021952
	RIN3
	ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu antigen D)

	220439_at
	0,472
	0,00679
	NM_024892
	ELAVL4
	

	239322_at
	0,472
	0,00947
	R45176
	TSGA14
	testis specific, 14

	1553526_at
	0,471
	0,00438
	NM_176811
	
	NACHT, leucine rich repeat and PYD containing 8

	213593_s_at
	0,471
	0,00364
	AW978896
	LOC113444
	transformer-2 alpha

	220579_at
	0,471
	0,0358
	NM_025025
	NALP8
	hypothetical protein FLJ14100

	231347_at
	0,471
	0,00402
	AW468723
	TRA2A
	Transcribed sequences

	234819_at
	0,471
	0,0353
	AE000660
	FLJ14100
	

	239510_at
	0,471
	0,00311
	AA781455
	
	hypothetical protein BC011880

	211956_s_at
	0,47
	0,00193
	BF246436
	SUI1
	putative translation initiation factor

	214750_at
	0,47
	0,0375
	L13197
	PLAC4
	Human (clone D21S418E) pregnancy-associated plasma protein A (PAPP-A) gene, 5' UTR.

	1553768_a_at
	0,469
	0,00983
	NM_173674
	
	discoidin, CUB and LCCL domain containing 1

	212948_at
	0,469
	0,0115
	AB020716
	FLJ30596
	calmodulin binding transcription activator 2

	218491_s_at
	0,469
	0,00562
	NM_014174
	DCBLD1
	thymocyte protein thy28

	223131_s_at
	0,469
	0,00707
	AI925572
	THY28
	tripartite motif-containing 8

	226123_at
	0,469
	0,00678
	AI870918
	CAMTA2
	KIAA1416 protein

	226946_at
	0,469
	0,0247
	AI453203
	KIAA1416
	hypothetical protein FLJ30596

	228809_at
	0,469
	0,00746
	AW006998
	TRIM8
	Similar to Heat shock transcription factor, Y-linked (Heat shock transcription factor 2-like protein) (HSF2-like) (LOC347512), mRNA

	206028_s_at
	0,468
	0,0189
	NM_006343
	
	c-mer proto-oncogene tyrosine kinase

	210157_at
	0,468
	0,0196
	AW003989
	C19orf2
	chromosome 19 open reading frame 2

	218797_s_at
	0,468
	0,0153
	NM_016538
	MERTK
	sirtuin (silent mating type information regulation 2 homolog) 7 (S. cerevisiae)

	243423_at
	0,468
	0,0279
	AF150368
	SIRT7
	Transcribed sequences

	205477_s_at
	0,467
	0,0435
	NM_001633
	HT036
	alpha-1-microglobulin/bikunin precursor

	212186_at
	0,467
	0,00261
	BE855983
	C19orf6
	acetyl-Coenzyme A carboxylase alpha

	212575_at
	0,467
	0,0307
	BF966155
	AMBP
	chromosome 19 open reading frame 6

	223769_x_at
	0,467
	0,0297
	AF284750
	ACACA
	hypothetical protein HT036

	1553452_at
	0,466
	0,0229
	NM_173597
	ALOXE3
	hypothetical protein FLJ37587

	208352_x_at
	0,466
	0,0278
	NM_020479
	MGC26979
	ankyrin 1, erythrocytic

	222383_s_at
	0,466
	0,0278
	AW003512
	FLJ37587
	arachidonate lipoxygenase 3

	226923_at
	0,466
	0,0496
	AW205790
	ANK1
	sec1 family domain containing 2

	235197_s_at
	0,466
	0,00125
	AV713913
	OSTM1
	MRNA full length insert cDNA clone EUROIMAGE 1635266

	238229_at
	0,466
	0,00542
	AI187388
	SCFD2
	hypothetical protein MGC26979

	1569539_at
	0,465
	0,0095
	BC037935
	TTL
	Clone IMAGE:5285294, mRNA

	201937_s_at
	0,465
	0,0262
	NM_012100
	DNPEP
	aspartyl aminopeptidase

	208105_at
	0,465
	0,0328
	NM_000164
	HIPK3
	gastric inhibitory polypeptide receptor

	209142_s_at
	0,465
	0,00691
	BC002775
	
	ubiquitin-conjugating enzyme E2G 1 (UBC7 homolog, C. elegans)

	224908_s_at
	0,465
	0,0267
	AI888594
	LOC284757
	tubulin tyrosine ligase

	226297_at
	0,465
	0,00678
	AV693403
	GIPR
	AV693403 GKC Homo sapiens cDNA clone GKCFCB09 5', mRNA sequence.

	236846_at
	0,465
	0,0276
	AI808031
	UBE2G1
	wf52g06.x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:2359258 3', mRNA sequence.

	215206_at
	0,464
	0,0386
	AK025143
	EXT1
	CDNA: FLJ21490 fis, clone COL05464

	219593_at
	0,464
	0,0316
	NM_016582
	LOC284591
	solute carrier family 15, member 3

	229150_at
	0,464
	0,0229
	AI810764
	MLPH
	Transcribed sequences

	231687_at
	0,464
	0,0148
	AW612185
	SLC15A3
	Transcribed sequences

	237011_at
	0,464
	0,00742
	AA701668
	C1orf173
	hypothetical protein LOC284591

	1553663_a_at
	0,463
	0,0103
	NM_148896
	APEG1
	preproneuropeptide B

	1559474_at
	0,463
	0,0216
	AB037718
	C20orf104
	aortic preferentially expressed protein 1

	205985_x_at
	0,463
	0,0216
	NM_000085
	CLCNKB
	chloride channel Kb

	206567_s_at
	0,463
	0,00458
	NM_016436
	SERF1A
	chromosome 20 open reading frame 104

	219982_s_at
	0,463
	0,00524
	NM_022978
	ANAPC11
	small EDRK-rich factor 1A (telomeric)

	1554286_at
	0,462
	0,0147
	BC033035
	BCAS2
	Unknown mRNA

	201151_s_at
	0,462
	0,0149
	BF512200
	ICAM1
	muscleblind-like (Drosophila)

	202637_s_at
	0,462
	0,0199
	AI608725
	FLJ25758; MGC111465
	Transcribed sequence with weak  similarity to protein sp:P05362 (H.sapiens) ICA1_HUMAN Intercellular adhesion molecule-1 precursor

	203053_at
	0,462
	0,0104
	NM_005872
	LOC400451
	breast carcinoma amplified sequence 2

	210046_s_at
	0,462
	0,0264
	U52144
	PRO0149
	isocitrate dehydrogenase 2 (NADP+), mitochondrial

	222085_at
	0,462
	0,0131
	AW452357
	MBNL1
	Clone IMAGE:4816940, mRNA

	225167_at
	0,462
	0,0463
	AW515645
	IDH2
	FERM domain containing 4

	225183_at
	0,462
	0,0118
	BG495327
	FRMD4
	PRO0149 protein

	1555140_a_at
	0,461
	0,0263
	BC021198
	BCL2L2
	BCL2-like 2

	207249_s_at
	0,461
	0,0169
	NM_004212
	SLC28A2
	solute carrier family 28 (sodium-coupled nucleoside transporter), member 2

	210201_x_at
	0,461
	0,0317
	AF001383
	CKLF
	bridging integrator 1

	219161_s_at
	0,461
	0,0384
	NM_016951
	BIN1
	chemokine-like factor

	1555403_a_at
	0,46
	0,0393
	BC015877
	LOC728190
	cadherin 19, type 2

	239109_at
	0,46
	0,025
	W79643
	CDH19
	Full length insert cDNA clone ZD73D05

	201235_s_at
	0,459
	0,00201
	BG339064
	BTG2
	BTG family, member 2

	217650_x_at
	0,459
	0,000653
	AI088162
	SIAT4B
	oz96b09.x1 Soares_parathyroid_tumor_NbHPA Homo sapiens cDNA clone IMAGE:1683161 3' similar to contains Alu repetitive element;, mRNA sequence.

	240431_at
	0,459
	0,0238
	T24087
	
	Hypothetical LOC144762 (LOC144762), mRNA

	1568848_at
	0,458
	0,0108
	BC037891
	
	Hypothetical LOC284754 (LOC284754), mRNA

	205303_at
	0,458
	0,0271
	BF514158
	BCAP29
	potassium inwardly-rectifying channel, subfamily J, member 8

	209093_s_at
	0,458
	0,0426
	K02920
	KCNJ8
	glucosidase, beta; acid (includes glucosylceramidase)

	216575_at
	0,458
	0,00838
	AL035604
	GBA
	Human DNA sequence from clone RP1-38C16 on chromosome 6q22.33-24.1, complete sequence.

	225948_at
	0,458
	0,00493
	BF197057
	MGC2562
	hypothetical protein MGC2562

	236970_s_at
	0,458
	0,013
	BF433093
	
	B-cell receptor-associated protein 29

	205835_s_at
	0,457
	0,00557
	AW975818
	RAB14
	FLJ21940 protein

	236725_at
	0,457
	0,0427
	H09245
	FLJ21940
	KIBRA protein

	237165_at
	0,457
	0,00748
	AA760860
	KIBRA
	Transcribed sequences

	200771_at
	0,456
	0,0325
	NM_002293
	PP1201
	laminin, gamma 1 (formerly LAMB2)

	212651_at
	0,456
	0,0456
	AB018283
	
	Rho-related BTB domain containing 1

	217730_at
	0,456
	0,00121
	NM_022152
	LOC619208
	PP1201 protein

	225109_at
	0,456
	0,000517
	AB046832
	LAMC1
	hypothetical protein FLJ10826

	225812_at
	0,456
	0,00222
	N36759
	FLJ10826
	CDNA clone IMAGE:5286266, partial cds

	240787_at
	0,456
	0,0181
	AW449433
	RHOBTB1
	UI-H-BI3-akj-e-06-0-UI.s1 NCI_CGAP_Sub5 Homo sapiens cDNA clone IMAGE:2734547 3', mRNA sequence.

	243956_at
	0,456
	0,00489
	AW296358
	SUSD3
	sushi domain containing 3

	1568872_at
	0,455
	0,0363
	BC034288
	C22orf4
	Clone IMAGE:4823270, mRNA

	209650_s_at
	0,455
	0,00662
	BC001292
	BAG3
	chromosome 22 open reading frame 4

	217911_s_at
	0,455
	0,048
	NM_004281
	ACPP
	BCL2-associated athanogene 3

	237077_at
	0,455
	0,0199
	AI821895
	
	Transcribed sequences

	213165_at
	0,454
	0,0338
	AI041204
	HAPLN2
	centrosome-associated protein 350

	220142_at
	0,454
	0,000668
	NM_021817
	MGC13024
	hyaluronan and proteoglycan link protein 2

	221864_at
	0,454
	0,000216
	AW517464
	CAP350
	hypothetical protein MGC13024

	238196_at
	0,454
	0,00579
	AI743188
	LOC285095
	Hypothetical LOC285095 (LOC285095), mRNA

	201522_x_at
	0,453
	0,0204
	NM_003097
	C6orf164
	small nuclear ribonucleoprotein polypeptide N

	211882_x_at
	0,453
	0,00162
	U27331
	
	fucosyltransferase 6 (alpha (1,3) fucosyltransferase)

	227115_at
	0,453
	0,0358
	AW291331
	NALP4
	LOC399951 (LOC399951), mRNA

	230506_at
	0,453
	0,0121
	NM_022084
	MTG1
	

	238333_s_at
	0,453
	0,00129
	AI355435
	FUT6
	shadow of prion protein

	242334_at
	0,453
	0,00273
	AA833751
	
	NACHT, leucine rich repeat and PYD containing 4

	242588_at
	0,453
	0,0439
	AA759221
	SNRPN
	ah74h03.s1 Soares_testis_NHT Homo sapiens cDNA clone 1321397 3', mRNA sequence.

	1564431_a_at
	0,452
	0,0221
	BC042845
	FLJ45224
	Clone IMAGE:5170282, mRNA

	210829_s_at
	0,452
	0,0071
	AF077048
	LOC401115
	single-stranded DNA binding protein 2

	229860_x_at
	0,452
	0,00907
	AI341602
	SSBP2
	Clone IMAGE:5200861, mRNA

	202779_s_at
	0,451
	0,0237
	NM_014501
	ITFG1
	ubiquitin-conjugating enzyme E2S

	205427_at
	0,451
	0,0369
	NM_005649
	ZNF354A
	zinc finger protein 354A

	226895_at
	0,451
	0,00761
	AW134798
	UBE2S
	nuclear factor I/C (CCAAT-binding transcription factor)

	241159_x_at
	0,451
	0,0311
	R08129
	NFIC
	yf17d10.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:127123 3' similar to contains Alu repetitive element;, mRNA sequence.

	215360_at
	0,45
	0,0289
	AK022063
	NFKB1
	CDNA FLJ12001 fis, clone HEMBB1001535

	239876_at
	0,45
	0,036
	R37337
	
	Transcribed sequences

	1554671_a_at
	0,448
	0,0128
	BC041155
	LGALS1
	serine/arginine repetitive matrix 2

	1565347_s_at
	0,448
	0,0136
	AY034078
	SRRM2
	transcription factor binding to IGHM enhancer 3

	201105_at
	0,448
	0,0165
	NM_002305
	LCK
	lectin, galactoside-binding, soluble, 1 (galectin 1)

	202401_s_at
	0,448
	0,0113
	NM_003131
	SRF
	serum response factor (c-fos serum response element-binding transcription factor)

	204891_s_at
	0,448
	0,0295
	NM_005356
	TFE3
	lymphocyte-specific protein tyrosine kinase

	1557994_at
	0,447
	0,0481
	BF574523
	CHKB
	titin

	204193_at
	0,447
	0,00068
	NM_005198
	PDLIM7
	carnitine palmitoyltransferase 1B (muscle)

	214266_s_at
	0,447
	0,0315
	AW206786
	TTN
	PDZ and LIM domain 7 (enigma)

	239840_at
	0,447
	0,031
	BE327722
	
	Clone IMAGE:5314623, mRNA

	1565424_at
	0,446
	0,0113
	AJ301561
	ARG99
	chromosome 8 open reading frame 8

	202390_s_at
	0,446
	0,000137
	NM_002111
	MAP3K6
	huntingtin (Huntington disease)

	219278_at
	0,446
	0,00235
	NM_004672
	C8orf8
	mitogen-activated protein kinase kinase kinase 6

	244506_at
	0,446
	0,000737
	BE297946
	
	ARG99 protein

	AFFX-HUMRGE/M10098_3_at
	0,446
	0,0043
	AFFX-HUMRGE/M10098_3
	HD
	

	56748_at
	0,445
	0,0312
	X90539
	TRIM10
	tripartite motif-containing 10

	1556769_a_at
	0,444
	0,0177
	BC043357
	DLGAP1
	Clone IMAGE:3883659, mRNA

	205821_at
	0,443
	0,00383
	NM_007360
	ARL8
	killer cell lectin-like receptor subfamily K, member 1

	210275_s_at
	0,443
	0,0094
	AF062347
	ZNF216
	zinc finger protein 216

	223383_at
	0,443
	0,00227
	AL136903
	PARVG
	zinc and ring finger protein 1

	223710_at
	0,443
	0,0101
	AF096296
	ZNRF1
	chemokine (C-C motif) ligand 26

	226345_at
	0,443
	0,00839
	AW270158
	CCL26
	ADP-ribosylation factor-like 8

	229822_at
	0,443
	0,00221
	AA564926
	KLRK1
	parvin, gamma

	205256_at
	0,442
	0,00963
	NM_014830
	POLH
	zinc finger and BTB domain containing 39

	210329_s_at
	0,442
	0,00266
	U58331
	TRIM26
	sarcoglycan, delta (35kDa dystrophin-associated glycoprotein)

	212862_at
	0,442
	0,00142
	AL568982
	ZNF141
	CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 2

	213754_s_at
	0,442
	0,00484
	AW613203
	CDS2
	poly(A) binding protein interacting protein 1

	225242_s_at
	0,442
	0,0158
	AW303375
	SGCD
	steroid sensitive gene 1

	237877_at
	0,442
	0,029
	AI983303
	URB
	polymerase (DNA directed), eta

	241776_at
	0,442
	0,0169
	BF511884
	KIAA0352
	Transcribed sequence with weak  similarity to protein ref:NP_055405.1 (H.sapiens)  endogenous retroviral family W, env

	1560042_at
	0,441
	0,00353
	AK095462
	FLJ32954
	hypothetical protein FLJ32954

	1562836_at
	0,441
	0,0275
	AK021715
	
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 6

	202057_at
	0,441
	0,0355
	BC002374
	HMCN2
	karyopherin alpha 1 (importin alpha 5)

	235797_x_at
	0,441
	0,0219
	AW290991
	KPNA1
	Similar to cDNA sequence BC034076 (LOC389797), mRNA

	241507_x_at
	0,441
	0,034
	AA933082
	DDX6
	Transcribed sequences

	216664_at
	0,44
	0,00296
	AL133618
	
	Similar to NFS1 nitrogen fixation 1 isoform b precursor; cysteine desulfurase; nitrogen-fixing bacteria S-like protein (LOC389924), mRNA

	221755_at
	0,439
	0,00292
	BG334196
	MUM1
	tangerin

	230461_s_at
	0,439
	0,00153
	AI860326
	DKFZp762C186
	melanoma associated antigen (mutated) 1

	239529_at
	0,439
	0,00108
	AI141949
	DCNP1
	dendritic cell nuclear protein 1

	205593_s_at
	0,438
	0,00725
	NM_002606
	
	phosphodiesterase 9A

	216822_x_at
	0,438
	0,00538
	AL359763
	PDE9A
	

	1557821_at
	0,437
	0,0469
	BC035119
	PTGIS
	CDNA FLJ45388 fis, clone BRHIP3024820

	205997_at
	0,437
	0,00489
	NM_021778
	LOC283547
	a disintegrin and metalloproteinase domain 28

	208131_s_at
	0,437
	0,0135
	NM_000961
	NTRK2
	prostaglandin I2 (prostacyclin) synthase

	236095_at
	0,437
	0,0444
	BE858459
	ADAM28
	neurotrophic tyrosine kinase, receptor, type 2

	1552893_at
	0,436
	1,89E-05
	NM_033259
	LOC151657
	CaM-KII inhibitory protein

	1560928_at
	0,436
	0,0206
	W92422
	CAM-KIIN
	CDNA FLJ33036 fis, clone THYMU2000280

	207931_s_at
	0,436
	0,0185
	NM_006212
	
	6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 2

	224245_at
	0,436
	0,00445
	AF149724
	C2orf4
	TAF1 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 250kDa

	229940_at
	0,436
	0,000267
	BF448048
	PFKFB2
	hypothetical protein FLJ23027

	237489_at
	0,436
	0,0109
	AI821465
	ING2
	yu41h07.x5 Soares ovary tumor NbHOT Homo sapiens cDNA clone IMAGE:236413 3', mRNA sequence.

	243088_at
	0,436
	0,023
	W84667
	FLJ23027
	Transcribed sequences

	205391_x_at
	0,435
	0,0187
	M28880
	ANK1
	ankyrin 1, erythrocytic

	1566726_at
	0,434
	0,0151
	BC041948
	GGPS1
	Homo sapiens, clone IMAGE:5301451, mRNA.

	213456_at
	0,434
	0,0224
	AI927000
	PRO0971
	sclerostin domain containing 1

	231010_at
	0,434
	0,00615
	AI807379
	SOSTDC1
	hypothetical protein PRO0971

	1552508_at
	0,433
	0,000553
	NM_080671
	PSMF1
	potassium voltage-gated channel, Isk-related family, member 4

	201052_s_at
	0,433
	0,033
	BG029917
	
	proteasome (prosome, macropain) inhibitor subunit 1 (PI31)

	216372_at
	0,433
	0,0109
	AF103295
	C14orf110
	Homo sapiens clone N97 immunoglobulin heavy chain variable region mRNA, partial cds.

	220377_at
	0,433
	0,0138
	NM_014151
	KCNE4
	

	1562805_at
	0,432
	0,00539
	BC037548
	GML
	Hypothetical protein LOC349408, mRNA (cDNA clone IMAGE:5212824), partial cds

	202156_s_at
	0,432
	0,0155
	N36839
	KIAA1189
	CUG triplet repeat, RNA binding protein 2

	208000_at
	0,432
	0,0245
	NM_002066
	A2BP1
	GPI anchored molecule like protein

	231911_at
	0,432
	0,0355
	AA736604
	LOC349408
	KIAA1189 protein

	235070_at
	0,432
	0,0249
	AL133898
	CUGBP2
	ataxin 2-binding protein 1

	202801_at
	0,431
	0,0174
	NM_002730
	PRKACA
	protein kinase, cAMP-dependent, catalytic, alpha

	209750_at
	0,431
	0,0397
	N32859
	NR1D2
	nuclear receptor subfamily 1, group D, member 2

	211730_s_at
	0,431
	0,00398
	BC005903
	POLR2L
	polymerase (RNA) II (DNA directed) polypeptide L, 7.6kDa

	223564_s_at
	0,43
	0,0426
	AY007378
	ANKRD28
	hypothetical protein FLJ21125

	234965_at
	0,43
	0,00339
	AF144054
	GNB1L
	Homo sapiens apoptosis related protein APR-4 mRNA, partial cds.

	241063_at
	0,43
	0,0395
	BE672556
	NPL
	7b70a09.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3233560 3' similar to contains MER20.b2 MER20 MER20 repetitive element ;, mRNA sequence.

	243066_at
	0,43
	0,00513
	AW119018
	
	N-acetylneuraminate pyruvate lyase (dihydrodipicolinate synthase)

	1554958_at
	0,429
	0,00052
	BC018090
	FLJ31295
	hypothetical protein FLJ31295

	213947_s_at
	0,429
	0,000224
	AI867102
	NRK
	nucleoporin 210

	232771_at
	0,429
	0,0257
	Z83850
	NUP210
	Human DNA sequence from clone RP1-82J11 on chromosome Xq22, complete sequence.

	217597_x_at
	0,428
	0,0158
	AI344141
	
	RAB40B, member RAS oncogene family

	234446_at
	0,428
	0,00438
	AL137625
	RAB40B
	Homo sapiens mRNA; cDNA DKFZp434O0212 (from clone DKFZp434O0212).

	1552609_s_at
	0,427
	0,00258
	NM_172139
	IL28A
	interleukin 28B (interferon, lambda 3)

	201207_at
	0,427
	0,0278
	NM_021137
	TNFAIP1
	tumor necrosis factor, alpha-induced protein 1 (endothelial)

	1558573_at
	0,426
	0,0198
	AF456465
	MBNL1
	CDNA FLJ39637 fis, clone SMINT2003003

	207275_s_at
	0,426
	0,00632
	NM_001995
	
	acyl-CoA synthetase long-chain family member 1

	215663_at
	0,426
	0,0372
	BC005296
	
	muscleblind-like (Drosophila)

	217639_at
	0,426
	0,000687
	BF674749
	C1GALT1C1
	Transcribed sequence with weak  similarity to protein ref:NP_071385.1 (H.sapiens)  hypothetical protein FLJ20958 [Homo sapiens]

	226408_at
	0,426
	0,00791
	AA905942
	TEAD2
	CD37 antigen

	240483_at
	0,426
	0,00446
	BF507850
	FLJ40427
	UI-H-BI4-apv-h-03-0-UI.s1 NCI_CGAP_Sub8 Homo sapiens cDNA clone IMAGE:3088757 3', mRNA sequence.

	243802_at
	0,426
	0,0477
	AI005163
	ACSL1
	hypothetical protein FLJ40427

	1555874_x_at
	0,425
	0,0185
	BC019880
	
	Homo sapiens hypothetical protein MGC21881, mRNA (cDNA clone IMAGE:3867537), partial cds.

	205462_s_at
	0,425
	0,00494
	NM_002149
	MGC21881
	hippocalcin-like 1

	239847_at
	0,425
	0,0261
	AA631103
	HPCAL1
	CDNA clone IMAGE:6186815, partial cds

	241369_at
	0,425
	0,00985
	AI911516
	ADAMTS9
	CDNA FLJ43544 fis, clone PROST2009388

	1569872_a_at
	0,424
	0,000522
	BC036550
	LOC650392
	Clone IMAGE:5274294, mRNA

	220511_s_at
	0,424
	0,00679
	NM_024767
	DLC1
	deleted in liver cancer 1

	227852_at
	0,423
	0,0256
	BF438270
	RP9
	retinitis pigmentosa 9 (autosomal dominant)

	203747_at
	0,422
	0,00609
	NM_004925
	MAN1A2
	aquaporin 3

	212497_at
	0,422
	3,15E-05
	AI554879
	AQP3
	chromosome 14 open reading frame 32

	217922_at
	0,422
	0,0367
	AL157902
	C14orf32
	

	1559711_at
	0,421
	0,0162
	BU680596
	C9orf10
	Transcribed sequences

	215347_at
	0,421
	0,0189
	AK001127
	DLL3
	CDNA FLJ10265 fis, clone HEMBB1001014

	215906_at
	0,421
	9,46E-05
	S65921
	Igk-V28
	immunoglobulin kappa chain variable 8 (V8)

	219537_x_at
	0,421
	0,00991
	NM_016941
	
	delta-like 3 (Drosophila)

	204603_at
	0,42
	0,0433
	NM_003686
	KIAA1111
	exonuclease 1

	225024_at
	0,42
	0,0481
	AL117521
	LOC255104
	chromosome 20 open reading frame 77

	227007_at
	0,42
	0,0341
	AI972419
	EXO1
	hypothetical protein LOC255104

	238837_at
	0,42
	0,0472
	BE676640
	C20orf77
	KIAA1111 protein

	1556222_at
	0,419
	0,0405
	BC042387
	LOC347813
	Hypothetical protein LOC347813, mRNA (cDNA clone IMAGE:5296867), partial cds

	1569758_at
	0,419
	0,0134
	BC033553
	
	Homo sapiens, clone IMAGE:4826083, mRNA.

	230431_at
	0,419
	0,0043
	AI703126
	
	Transcribed sequences

	1567032_s_at
	0,418
	0,00548
	X78928
	LOC284465
	zinc finger protein 160

	219647_at
	0,418
	0,000106
	NM_022135
	LIMS3
	popeye domain containing 2

	229095_s_at
	0,418
	0,0254
	AI797263
	POPDC2
	LIM and senescent cell antigen-like domains 3

	229382_at
	0,418
	0,0182
	AW149270
	C9orf68
	CDNA FLJ37678 fis, clone BRHIP2012750

	237363_at
	0,418
	0,0472
	H15396
	ZNF160
	Transcribed sequences

	207065_at
	0,417
	0,0405
	NM_004693
	TMPRSS3
	cytokeratin type II

	218755_at
	0,417
	0,0234
	NM_005733
	K6HF
	kinesin family member 20A

	220177_s_at
	0,417
	0,00633
	NM_024022
	KIF20A
	transmembrane protease, serine 3

	214799_at
	0,416
	0,0342
	AI821777
	ARG1
	Transcribed sequences

	231663_s_at
	0,416
	0,00238
	AV652232
	NFASC
	arginase, liver

	203369_x_at
	0,415
	0,0175
	AI825846
	PDLIM7
	Transcribed sequence with strong similarity to protein ref:NP_005442.2 (H.sapiens)  enigma protein; LIM domain protein [Homo sapiens]

	218424_s_at
	0,415
	0,00246
	NM_018234
	TSAP6
	dudulin 2

	244602_at
	0,415
	0,00994
	AI638020
	KLHDC5
	Transcribed sequence with weak  similarity to protein sp:P39195 (H.sapiens) ALU8_HUMAN Alu subfamily SX sequence contamination warning entry

	1553163_at
	0,414
	0,00284
	NM_138430
	AFF3
	ADP-ribosylhydrolase like 1

	205801_s_at
	0,414
	0,0499
	NM_015376
	KRTAP4-14
	

	219815_at
	0,414
	0,00271
	NM_024637
	ADPRHL1
	beta-galactose-3-O-sulfotransferase, 4

	234631_at
	0,414
	0,00338
	AJ406940
	RASGRP3
	LOC388384 (LOC388384), mRNA

	244696_at
	0,414
	0,00956
	AI033582
	GAL3ST4
	Transcribed sequences

	1552326_a_at
	0,413
	0,0361
	NM_145020
	DOCK5
	hypothetical protein FLJ32743

	230207_s_at
	0,413
	0,0166
	AI692645
	JM11
	CDNA FLJ26063 fis, clone PRS04788

	232996_at
	0,413
	0,00962
	AF196779
	FLJ32743
	Homo sapiens chromosome X multiple clones map p11.23, complete sequence.

	223269_at
	0,412
	0,00964
	BC004355
	
	hypothetical protein MGC3200

	242856_at
	0,412
	0,024
	AI291804
	MGC3200
	Transcribed sequence with moderate similarity to protein ref:NP_060265.1 (H.sapiens)  hypothetical protein FLJ20378 [Homo sapiens]

	215282_at
	0,411
	0,0238
	BE677493
	FLJ12334; FLJ40608
	DKFZP566D193 protein

	232664_at
	0,411
	0,0122
	AK022396
	ANAPC13
	Hypothetical gene supported by AK022396; AK097927 (LOC400946), mRNA

	235794_at
	0,411
	0,0149
	AA776626
	MOBP
	myelin-associated oligodendrocyte basic protein

	231277_x_at
	0,41
	0,0139
	H29590
	FLJ33977
	ym61a05.s1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE:52642 3', mRNA sequence.

	221820_s_at
	0,409
	0,00219
	AK024102
	PKNOX2
	MYST histone acetyltransferase 1

	222185_at
	0,409
	0,0499
	AK023792
	MYST1
	PBX/knotted 1 homeobox 2

	236039_at
	0,408
	0,00273
	N31975
	
	hypothetical protein FLJ30469

	237921_at
	0,408
	0,0111
	AA731592
	FLJ30469
	Transcribed sequences

	203823_at
	0,407
	0,00796
	NM_021106
	GLP1R
	regulator of G-protein signalling 3

	208390_s_at
	0,407
	0,00931
	U01104
	LIMK2
	glucagon-like peptide 1 receptor

	214463_x_at
	0,407
	0,00174
	NM_003541
	
	histone 1, H4k

	217475_s_at
	0,407
	0,00688
	AC002073
	RGS3
	

	243169_at
	0,407
	0,0331
	AA702415
	HIST1H4A
	Transcribed sequences

	1560833_at
	0,406
	0,00154
	BG189393
	LAMC3
	Clone IMAGE:5528612, mRNA, partial cds

	205849_s_at
	0,406
	0,014
	NM_006294
	RAP2C
	ubiquinol-cytochrome c reductase binding protein

	218669_at
	0,406
	0,0138
	NM_021183
	
	RAP2C, member of RAS oncogene family

	232558_at
	0,406
	0,0029
	AL133595
	UQCRB
	laminin, gamma 3

	210461_s_at
	0,405
	0,00087
	BC002448
	EPB41L4A
	actin binding LIM protein 1

	220119_at
	0,405
	0,00703
	NM_022140
	ABLIM1
	erythrocyte membrane protein band 4.1 like 4A

	1561006_at
	0,404
	0,0433
	AF147386
	TRPM3
	Homo sapiens full length insert cDNA clone YI43C12.

	1562945_at
	0,404
	0,00294
	BC017121
	
	CDNA clone IMAGE:3920381, partial cds

	211422_at
	0,404
	0,0173
	AL136545
	
	transient receptor potential cation channel, subfamily M, member 3

	1555938_x_at
	0,403
	0,0169
	AI520969
	MCM3APAS
	vimentin

	1560542_at
	0,403
	0,00405
	BC016306
	NDUFS8
	MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) associated protein, antisense

	203189_s_at
	0,403
	0,00638
	NM_002496
	SPTBN1
	NADH dehydrogenase (ubiquinone) Fe-S protein 8, 23kDa (NADH-coenzyme Q reductase)

	218483_s_at
	0,403
	0,0261
	NM_020153
	FLJ21827
	hypothetical protein FLJ21827

	220392_at
	0,403
	0,0281
	NM_022659
	EBF2
	early B-cell factor 2

	226342_at
	0,403
	0,00771
	AW593244
	VIM
	spectrin, beta, non-erythrocytic 1

	1552665_at
	0,402
	0,021
	NM_032903
	MGC14425
	

	1557998_at
	0,401
	0,036
	AL832144
	ADCY3
	hypothetical protein LOC254827

	213767_at
	0,401
	0,0406
	U43586
	KSR
	kinase suppressor of ras

	234239_at
	0,401
	0,00237
	AK025321
	
	CDNA FLJ20145 fis, clone COL07868

	235441_at
	0,401
	0,0406
	BF217471
	
	adenylate cyclase 3

	240959_at
	0,401
	0,000631
	AA181233
	LOC254827
	Transcribed sequences

	1569205_at
	0,4
	0,0151
	BI520471
	PRCP
	prolylcarboxypeptidase (angiotensinase C)

	213611_at
	0,4
	0,000544
	BF726531
	AQP5
	aquaporin 5

	201152_s_at
	0,399
	0,0235
	N31913
	
	muscleblind-like (Drosophila)

	214694_at
	0,399
	0,0223
	N31673
	FEM1A
	myosin phosphatase-Rho interacting protein

	228435_at
	0,399
	0,0384
	AL530854
	MBNL1
	fem-1 homolog a (C.elegans)

	240987_at
	0,399
	0,0176
	AW196940
	M-RIP
	Transcribed sequences

	1560803_at
	0,398
	0,00802
	BC019878
	COL6A1
	dynein, axonemal, heavy polypeptide 3

	212091_s_at
	0,398
	0,00123
	AI141603
	CPEB4
	collagen, type VI, alpha 1

	224831_at
	0,398
	0,00226
	BE620832
	DNAH3
	cytoplasmic polyadenylation element binding protein 4

	229252_at
	0,397
	0,0091
	AI827483
	FLJ39415
	Transcribed sequence with strong similarity to protein pir:A47501 (H.sapiens) A47501 nitric-oxide synthase

	230296_at
	0,397
	0,045
	AU145642
	LOC146174
	hypothetical protein LOC146174

	200657_at
	0,396
	5,88E-05
	NM_001152
	PB1
	solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 5

	220355_s_at
	0,396
	0,0185
	NM_018165
	SLC25A5
	polybromo 1

	232014_at
	0,396
	0,0153
	AI700188
	ZNF30
	zinc finger protein 30 (KOX 28)

	223865_at
	0,395
	0,00636
	AF309034
	SOX6
	SRY (sex determining region Y)-box 6

	228222_at
	0,395
	0,0434
	AI700962
	
	protein phosphatase 1, catalytic subunit, beta isoform

	230617_at
	0,395
	0,00203
	AI288796
	PPP1CB
	Transcribed sequences

	237605_at
	0,395
	0,00129
	AI829568
	OVOL1
	Transcribed sequences

	211025_x_at
	0,394
	0,00386
	BC006229
	LOC200008
	cytochrome c oxidase subunit Vb

	238280_at
	0,394
	0,00521
	BF438410
	COX5B
	hypothetical protein LOC200008

	32402_s_at
	0,393
	0,00605
	Y10931
	SYMPK
	symplekin

	1556899_at
	0,392
	0,0486
	AK093277
	OSBP2
	CDNA FLJ35958 fis, clone TESTI2012394

	209296_at
	0,392
	0,0385
	AF136972
	ROS1
	protein phosphatase 1B (formerly 2C), magnesium-dependent, beta isoform

	232135_at
	0,392
	6,00E-06
	BF112166
	PPM1B
	hypothetical protein FLJ11526

	239872_at
	0,392
	0,035
	AW302848
	PRMT5
	Transcribed sequences

	244363_at
	0,392
	0,0269
	AI280391
	LOC56755
	v-ros UR2 sarcoma virus oncogene homolog 1 (avian)

	1561268_at
	0,391
	0,000903
	BC043287
	
	CDNA clone IMAGE:5297810, partial cds

	214593_at
	0,391
	0,00379
	AV703470
	MIZ1
	Msx-interacting-zinc finger

	221399_at
	0,391
	0,00614
	NM_021783
	XEDAR
	ectodysplasin A2 isoform receptor

	AFFX-HSAC07/X00351_5_at
	0,391
	0,000157
	AFFX-HSAC07/X00351_5
	ACTB
	

	205863_at
	0,39
	0,0284
	NM_005621
	KPNA3
	S100 calcium binding protein A12 (calgranulin C)

	221502_at
	0,39
	0,0198
	AL120704
	S100A12
	karyopherin alpha 3 (importin alpha 4)

	237782_at
	0,39
	0,0233
	AW024001
	PARD3
	Transcribed sequences

	203274_at
	0,389
	0,0297
	NM_012151
	F8A
	coagulation factor VIII-associated (intronic transcript)

	208413_at
	0,389
	0,0278
	NM_015854
	FN5
	retinoic acid receptor, beta

	212566_at
	0,389
	0,018
	AL523310
	RARB
	microtubule-associated protein 4

	219806_s_at
	0,389
	2,87E-05
	NM_020179
	MAP4
	FN5 protein

	230204_at
	0,389
	0,0234
	AU144114
	DKFZp434J0226
	cartilage linking protein 1

	232832_at
	0,389
	0,0421
	AL137376
	HAPLN1
	Hypothetical gene DKFZp434J0226 (DKFZp434J0226), mRNA

	235720_at
	0,388
	0,0133
	AI042209
	TLP
	CDNA FLJ42666 fis, clone BRAMY2020050

	36830_at
	0,388
	0,0132
	U80034
	MIPEP
	mitochondrial intermediate peptidase

	214858_at
	0,387
	0,0115
	AF070536
	GPC1
	Clone 24566 mRNA sequence

	214990_at
	0,386
	0,0224
	AC004472
	PIGO
	

	215852_x_at
	0,386
	0,012
	AK022023
	PPP1R9A
	KIAA0889 protein

	233985_x_at
	0,386
	0,0154
	AV706485
	KIAA0889
	AV706485 ADB Homo sapiens cDNA clone ADBBYF05 5', mRNA sequence.

	219313_at
	0,385
	0,017
	NM_017577
	TncRNA
	hypothetical protein DKFZp434C0328

	224566_at
	0,385
	0,0422
	AI042152
	
	MRNA; cDNA DKFZp686L01105 (from clone DKFZp686L01105)

	241571_at
	0,385
	0,0151
	AI871209
	DKFZp434C0328
	wl70h09.x1 NCI_CGAP_Brn25 Homo sapiens cDNA clone IMAGE:2430305 3', mRNA sequence.

	1552865_a_at
	0,383
	0,00148
	NM_152590
	FLJ23441
	hypothetical protein FLJ36004

	1564819_at
	0,383
	0,00781
	BC035415
	FLJ36004
	CDNA clone IMAGE:5164114, partial cds

	219217_at
	0,383
	0,00457
	NM_024678
	GAL3ST3
	hypothetical protein FLJ23441

	233287_at
	0,383
	0,00511
	AL137790
	LOC284462
	

	243965_at
	0,383
	0,00949
	AI860920
	
	beta-galactose-3-O-sulfotransferase 3

	207486_x_at
	0,382
	0,0056
	NM_004067
	CHN2
	chimerin (chimaerin) 2

	227896_at
	0,382
	0,0029
	AI373643
	BCCIP
	BRCA2 and CDKN1A interacting protein

	203663_s_at
	0,381
	0,000971
	NM_004255
	COX5A
	cytochrome c oxidase subunit Va

	223463_at
	0,381
	0,00999
	AF161486
	RAB23
	RAB23, member RAS oncogene family

	1553176_at
	0,38
	0,00993
	AF403479
	DTNBP1
	SH2 domain-containing molecule EAT2

	1555248_a_at
	0,38
	0,00275
	AY082340
	CALM3
	protein kinase, lysine deficient 3

	200622_x_at
	0,38
	0,000281
	AV685208
	ILF3
	calmodulin 3 (phosphorylase kinase, delta)

	200773_x_at
	0,38
	0,035
	NM_002823
	PTMA
	prothymosin, alpha (gene sequence 28)

	205798_at
	0,38
	0,0459
	NM_002185
	PRKWNK3
	interleukin 7 receptor

	217805_at
	0,38
	0,019
	NM_004516
	EAT2
	interleukin enhancer binding factor 3, 90kDa

	223763_at
	0,38
	0,00424
	AL136637
	IL7R
	dystrobrevin binding protein 1

	238807_at
	0,38
	0,00208
	AW973964
	LOC157567
	hypothetical protein LOC157567

	1555717_at
	0,379
	0,0345
	M15530
	CNOT1
	BCGF; Human B-cell growth factor (BCGF1) mRNA, complete cds.

	205116_at
	0,379
	0,000161
	NM_000426
	LAMA2
	laminin, alpha 2 (merosin, congenital muscular dystrophy)

	236723_at
	0,379
	0,00856
	AW196279
	HNRPU
	heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A)

	1438_at
	0,378
	0,0365
	X75208
	FLII
	EPH receptor B3

	222065_s_at
	0,378
	0,000572
	AI830227
	EPHB3
	flightless I homolog (Drosophila)

	217434_at
	0,377
	0,0418
	Y10259
	MC2R
	melanocortin 2 receptor (adrenocorticotropic hormone)

	215344_at
	0,376
	0,00357
	AL137325
	
	MRNA; cDNA DKFZp434M0835 (from clone DKFZp434M0835)

	226607_at
	0,376
	0,000209
	AI498144
	C20orf194
	chromosome 20 open reading frame 194

	244844_at
	0,375
	0,000565
	AI224894
	MRS2L
	MRS2-like, magnesium homeostasis factor (S. cerevisiae)

	1554835_a_at
	0,374
	0,000425
	BC028058
	B3GNT5
	UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 5

	206457_s_at
	0,374
	0,0398
	NM_000792
	MEF2C
	deiodinase, iodothyronine, type I

	209199_s_at
	0,374
	0,00318
	N22468
	DIO1
	MADS box transcription enhancer factor 2, polypeptide C (myocyte enhancer factor 2C)

	219939_s_at
	0,374
	0,00254
	NM_007158
	LOC389715
	NRAS-related gene

	241690_at
	0,374
	0,0135
	AA778717
	D1S155E
	hypothetical LOC389715

	239744_at
	0,373
	0,0014
	AW151660
	RGS3
	xf67d04.x1 NCI_CGAP_Gas4 Homo sapiens cDNA clone IMAGE:2623111 3', mRNA sequence.

	1553993_s_at
	0,372
	0,0117
	BC024312
	AFTIPHILIN
	hypothetical protein TCBAP0758

	209904_at
	0,372
	0,00547
	AF020769
	TNNC1
	troponin C, slow

	217939_s_at
	0,372
	0,00234
	NM_017657
	ATP13A4
	aftiphilin protein

	231512_at
	0,372
	0,00785
	AW073336
	ARC92
	Transcribed sequences

	218287_s_at
	0,371
	0,0009
	NM_012199
	EIF2C1
	eukaryotic translation initiation factor 2C, 1

	202333_s_at
	0,37
	0,00228
	AA877765
	CDC14A
	ubiquitin-conjugating enzyme E2B (RAD6 homolog)

	210743_s_at
	0,37
	0,00859
	AF064103
	UBE2B
	CDC14 cell division cycle 14 homolog A (S. cerevisiae)

	234002_at
	0,37
	0,0284
	AL118506
	C20orf135
	

	220423_at
	0,369
	0,0209
	NM_012400
	PLA2G2D
	phospholipase A2, group IID

	223082_at
	0,368
	0,0406
	AF230904
	C1orf148
	SH3-domain kinase binding protein 1

	238188_at
	0,368
	0,0453
	AI989571
	SH3KBP1
	CDNA FLJ32878 fis, clone TESTI2004111

	244852_at
	0,366
	0,0176
	AU119545
	NCAG1
	NCAG1

	229431_at
	0,365
	0,0241
	AI742868
	RFXAP
	regulatory factor X-associated protein

	209807_s_at
	0,364
	0,00714
	U18759
	DLAT
	nuclear factor I/X (CCAAT-binding transcription factor)

	211150_s_at
	0,364
	0,00414
	J03866
	NFIX
	Homo sapiens M2 mitochondrial autoantigen dihydrolipoamide acetyltransferase mRNA, complete cds.

	218727_at
	0,364
	0,0182
	NM_018231
	FLJ10815
	hypothetical protein FLJ10815

	1566253_at
	0,363
	0,00868
	AL119928
	SH3GLP1
	H.sapiens SH3GLP1 pseudogene, 5' end

	203702_s_at
	0,363
	0,000239
	AL043927
	MLLT4
	tubulin tyrosine ligase-like family, member 4

	205441_at
	0,363
	0,0469
	NM_024578
	FLJ22709
	hypothetical protein FLJ22709

	209475_at
	0,363
	0,014
	AF106069
	USP15
	ubiquitin specific protease 15

	229775_s_at
	0,363
	0,00387
	AI480107
	TTLL4
	myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 4

	1558760_at
	0,362
	0,0229
	BC036879
	KIAA1043
	golgi autoantigen, golgin subfamily b, macrogolgin (with transmembrane signal), 1

	214194_at
	0,362
	0,00932
	AW043622
	SLITRK5
	FLJ22624 protein

	214930_at
	0,362
	0,00752
	AW449813
	FLJ22624
	slit and trk like gene 5

	215266_at
	0,362
	0,0101
	AL096732
	TCF4
	dynein, axonemal, heavy polypeptide 3

	234004_at
	0,362
	0,00202
	AL035397
	GOLGB1
	Human DNA sequence from clone RP6-45P1 on chromosome 22q11.22-12.3, complete sequence.

	237749_at
	0,362
	0,0394
	AI027479
	DNAH3
	Transcribed sequences

	230686_s_at
	0,36
	0,0121
	AI634662
	SLC23A3
	solute carrier family 13 (sodium-dependent dicarboxylate transporter), member 3

	230949_at
	0,36
	0,0221
	AI263078
	SLC13A3
	solute carrier family 23 (nucleobase transporters), member 3

	205870_at
	0,358
	0,00317
	NM_000623
	BDKRB2
	bradykinin receptor B2

	1558533_at
	0,357
	0,0311
	BC024723
	LOC124751
	hypothetical protein LOC124751

	206511_s_at
	0,357
	0,0282
	NM_016932
	SET7
	sine oculis homeobox homolog 2 (Drosophila)

	219650_at
	0,357
	0,00853
	NM_017669
	SIX2
	FLJ20105 protein

	224928_at
	0,357
	0,0299
	AK024846
	FLJ20105
	SET domain-containing protein 7

	215650_at
	0,356
	0,000591
	AK021614
	HOOK2
	Homo sapiens cDNA FLJ11552 fis, clone HEMBA1003021.

	218780_at
	0,356
	0,00643
	NM_013312
	
	hook homolog 2 (Drosophila)

	241523_at
	0,356
	0,00381
	AA766301
	
	oa28g02.s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:1306322 3', mRNA sequence.

	1561622_at
	0,355
	0,00521
	BC038759
	ZNRF1
	Clone IMAGE:5164924, mRNA

	223382_s_at
	0,355
	0,00109
	AL136903
	
	zinc and ring finger protein 1

	1555906_s_at
	0,354
	0,00805
	AI147556
	DKFZp313N0621
	on04d04.x1 NCI_CGAP_Kid3 Homo sapiens cDNA clone IMAGE:1555687 3', mRNA sequence.

	202626_s_at
	0,354
	0,00129
	NM_002350
	SLC25A12
	v-yes-1 Yamaguchi sarcoma viral related oncogene homolog

	203339_at
	0,354
	0,0345
	AI887457
	
	solute carrier family 25 (mitochondrial carrier, Aralar), member 12

	240660_at
	0,354
	0,0078
	AI637841
	LYN
	Transcribed sequences

	1569465_at
	0,353
	0,00848
	BC014937
	BRUNOL6
	CDNA FLJ43373 fis, clone NTONG2007249

	227775_at
	0,353
	0,0104
	BE467313
	LOC731081; FLJ43373
	bruno-like 6, RNA binding protein (Drosophila)

	201822_at
	0,352
	0,0321
	NM_006335
	ASTN2
	translocase of inner mitochondrial membrane 17 homolog A (yeast)

	209693_at
	0,352
	0,0208
	AF116574
	C6orf111
	astrotactin 2

	226412_at
	0,352
	0,0354
	N66397
	TIMM17A
	chromosome 6 open reading frame 111

	229060_at
	0,352
	0,0388
	AW005748
	
	yippee-like 2 (Drosophila)

	234693_at
	0,352
	0,0121
	AL512721
	YPEL2
	MRNA; cDNA DKFZp547K042 (from clone DKFZp547K042)

	1553118_at
	0,351
	0,00164
	NM_053055
	CTMP
	C-terminal modulator protein

	200911_s_at
	0,351
	0,00011
	NM_006283
	TACC1
	transforming, acidic coiled-coil containing protein 1

	202157_s_at
	0,35
	0,00358
	U69546
	TTC7L1
	CUG triplet repeat, RNA binding protein 2

	205132_at
	0,35
	0,004
	NM_005159
	LCMT1
	actin, alpha, cardiac muscle

	221515_s_at
	0,35
	0,00918
	BC001214
	NCSTN
	leucine carboxyl methyltransferase 1

	226152_at
	0,35
	0,000942
	BE963437
	CUGBP2
	601657217R1 NIH_MGC_67 Homo sapiens cDNA clone IMAGE:3866021 3', mRNA sequence.

	236246_x_at
	0,35
	0,0176
	BF195670
	ACTC
	hypothetical protein MGC14276

	237076_at
	0,35
	0,00816
	AI634534
	MGC14276
	nicastrin

	229657_at
	0,349
	0,0153
	BF431989
	THRB
	thyroid hormone receptor, beta (erythroblastic leukemia viral (v-erb-a) oncogene homolog 2, avian)

	1553333_at
	0,348
	0,0194
	NM_152367
	FUT6
	hypothetical protein FLJ38716

	201032_at
	0,348
	0,00391
	NM_006698
	FLJ38716
	bladder cancer associated protein

	216010_x_at
	0,348
	0,0299
	D89324
	BLCAP
	Homo sapiens DNA for alpha (1,3/1,4) fucosyltransferase, complete cds.

	208190_s_at
	0,347
	0,00148
	NM_015925
	FBXO10
	liver-specific bHLH-Zip transcription factor

	224847_at
	0,347
	0,00845
	AW051349
	LISCH7
	cyclin-dependent kinase 6

	236100_at
	0,347
	0,00147
	AI475671
	CDK6
	F-box only protein 10

	202403_s_at
	0,346
	0,00785
	AA788711
	COL1A2
	collagen, type I, alpha 2

	214526_x_at
	0,346
	0,000599
	NM_005394
	PMS2L5
	

	238294_at
	0,346
	0,038
	AW205208
	
	Transcribed sequences

	207399_at
	0,345
	0,00199
	NM_003571
	ECEL1
	beaded filament structural protein 2, phakinin

	210088_x_at
	0,345
	0,000227
	M36172
	MYL4
	myosin, light polypeptide 4, alkali; atrial, embryonic

	215053_at
	0,345
	0,000236
	AK023808
	SRCAP
	Snf2-related CBP activator protein

	219914_at
	0,345
	0,00107
	NM_004826
	PPP3CA
	endothelin converting enzyme-like 1

	229606_at
	0,345
	1,14E-05
	AI827550
	BFSP2
	protein phosphatase 3 (formerly 2B), catalytic subunit, alpha isoform (calcineurin A alpha)

	1555388_s_at
	0,344
	0,00111
	BC029868
	FLJ10613
	sorting nexin 25

	1559117_at
	0,344
	0,0102
	BF930294
	HSPA1A
	CDNA FLJ34664 fis, clone LIVER2000592

	200799_at
	0,344
	0,00993
	NM_005345
	
	heat shock 70kDa protein 1A

	46947_at
	0,344
	0,00429
	T87245
	SNX25
	hypothetical protein FLJ10613

	1559668_s_at
	0,343
	0,000188
	BU928170
	PRNPIP
	LOC389806 (LOC389806), mRNA

	208973_at
	0,343
	0,0419
	BC001072
	MGC12916
	prion protein interacting protein

	224507_s_at
	0,343
	0,00301
	BC006384
	
	Clone IMAGE:4110919, mRNA

	240345_x_at
	0,343
	0,0207
	BF445961
	ZFPM2
	actin related protein 2/3 complex, subunit 3, 21kDa

	242699_at
	0,343
	0,0133
	AW384895
	ARPC3
	Transcribed sequences

	213002_at
	0,342
	0,000993
	AA770596
	MARCKS
	myristoylated alanine-rich protein kinase C substrate

	243624_at
	0,341
	0,000353
	AW195579
	C20orf11
	Msx-interacting-zinc finger

	243676_at
	0,341
	0,0212
	AI493509
	MIZ1
	Transcribed sequences

	202825_at
	0,34
	0,00326
	NM_001151
	MN1
	solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 4

	203576_at
	0,34
	0,0175
	NM_001190
	BCAT2
	branched chain aminotransferase 2, mitochondrial

	205330_at
	0,34
	0,00291
	NM_002430
	SLC25A4
	meningioma (disrupted in balanced translocation) 1

	206606_at
	0,339
	0,00188
	NM_000236
	GOSR2
	lipase, hepatic

	212117_at
	0,339
	0,000729
	BF978689
	
	ras homolog gene family, member Q

	213144_at
	0,339
	0,00925
	AI074611
	SPA17
	golgi SNAP receptor complex member 2

	236083_at
	0,339
	0,0162
	AI685244
	RHOQ
	Transcribed sequences

	239515_at
	0,339
	0,0125
	BE502264
	LIPC
	sperm autoantigenic protein 17

	223572_at
	0,338
	0,042
	AB042554
	KCNH5
	KIAA1173 protein

	242502_at
	0,338
	0,00742
	AW628656
	KIAA1173
	potassium voltage-gated channel, subfamily H (eag-related), member 5

	231639_at
	0,337
	0,000193
	AW003106
	
	CDNA clone IMAGE:5277868, partial cds

	238211_at
	0,337
	0,00679
	AI798907
	KATNAL1
	Transcribed sequences

	244051_at
	0,337
	0,0476
	BF196250
	TPM3
	7n48f02.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3567890 3' similar to contains MER4.b3 MER4 MER4 repetitive element ;, mRNA sequence.

	1554565_x_at
	0,335
	0,00345
	BC011943
	
	CDNA clone IMAGE:4555434, partial cds

	1555229_a_at
	0,335
	0,0437
	BC007010
	C1S
	complement component 1, s subcomponent

	1565672_at
	0,335
	0,000127
	BC031957
	
	Clone IMAGE:4838390, mRNA, partial cds

	221095_s_at
	0,335
	0,00483
	NM_005136
	KCNE2
	

	244576_at
	0,335
	0,00358
	AW135463
	SPPL3
	Transcribed sequences

	1553572_a_at
	0,334
	0,00108
	NM_134268
	CYGB
	cytoglobin

	206158_s_at
	0,334
	0,0276
	NM_003418
	ZNF9
	zinc finger protein 9 (a cellular retroviral nucleic acid binding protein)

	210395_x_at
	0,334
	0,00132
	AF116676
	MYL4
	myosin, light polypeptide 4, alkali; atrial, embryonic

	208464_at
	0,332
	0,0421
	NM_000829
	ATG16L2
	glutamate receptor, ionotrophic, AMPA 4

	216054_x_at
	0,332
	0,000802
	X58851
	MYL4
	Human MLC1emb gene for embryonic myosin alkaline light chain, promoter and exon 1.

	229389_at
	0,332
	0,008
	AA741058
	LOC220929
	Transcribed sequences

	244752_at
	0,332
	0,0363
	AI563915
	GRIA4
	hypothetical protein LOC220929

	206363_at
	0,331
	0,00965
	NM_005360
	MAF
	v-maf musculoaponeurotic fibrosarcoma oncogene homolog (avian)

	234347_s_at
	0,33
	0,00372
	AF038554
	NAP1L1
	density-regulated protein

	235928_at
	0,33
	0,0473
	BF114894
	
	7i88c04.x1 NCI_CGAP_Ov18 Homo sapiens cDNA clone IMAGE:3341766 3' similar to contains PTR5.t3 PTR5 repetitive element ;, mRNA sequence.

	204483_at
	0,329
	0,00103
	NM_001976
	
	enolase 3, (beta, muscle)

	206383_s_at
	0,329
	0,00567
	NM_012297
	STX16
	isoform a is encoded by transcript variant 2; go_component: cytoplasm [goid 0005737] [evidence NAS] [pmid 10969074]; go_component: nucleus [goid 0005634] [evidence IEA]; go_function: protein transporter activity [goid 0008565] [evidence IEA]; go_function: RNA binding [goid 0003723] [evidence NAS]; go_function: receptor signaling complex scaffold activity [goid 0030159] [evidence NAS] [pmid 10969074]; go_process: cytoplasmic sequestering of NF-kappaB [goid 0007253] [evidence NAS] [pmid 10969074]; go_process: protein-nucleus import [goid 0006606] [evidence IEA]; go_process: transport [goid 0006810] [evidence IEA]; go_process: RAS protein signal transduction [goid 0007265] [evidence NAS] [pmid 9575347]; Homo sapiens Ras-GTPase activating protein SH3 domain-binding protein 2 (G3BP2), transcript variant 2, mRNA.

	208807_s_at
	0,329
	0,00293
	U91543
	ENO3
	chromodomain helicase DNA binding protein 3

	221500_s_at
	0,329
	0,00779
	BE782754
	CHD3
	syntaxin 16

	240819_at
	0,329
	0,00015
	R00854
	G3BP2
	ye75h08.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:123615 3', mRNA sequence.

	1559295_at
	0,328
	0,0378
	N57659
	POU3F3
	yv54e01.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:246552 3' similar to gb|M87916|HUMALND167 Human carcinoma cell-derived Alu RNA transcript, (rRNA); gb:M23892 ARACHIDONATE 15-LIPOXYGENASE (HUMAN);, mRNA sequence.

	201825_s_at
	0,328
	0,0423
	AL572542
	CREBBP
	CGI-49 protein

	205810_s_at
	0,328
	6,67E-05
	NM_003941
	GAPD
	Wiskott-Aldrich syndrome-like

	208563_x_at
	0,328
	0,00273
	NM_006236
	WASL
	POU domain, class 3, transcription factor 3

	238421_at
	0,328
	0,000845
	N86386
	MNAB
	membrane-associated nucleic acid binding protein

	AFFX-HUMGAPDH/M33197_3_at
	0,328
	0,00665
	AFFX-HUMGAPDH/M33197_3
	CGI-49
	

	221693_s_at
	0,327
	0,00404
	AB049952
	MRPS18A
	mitochondrial ribosomal protein S18A

	242906_at
	0,327
	0,0217
	BE787063
	SESN3
	sestrin 3

	212387_at
	0,326
	0,00149
	BG495771
	TCF4
	transcription factor 4

	206300_s_at
	0,325
	0,000667
	NM_002820
	MGC19780
	parathyroid hormone-like hormone

	228871_at
	0,325
	0,045
	AI652839
	PTHLH
	hypothetical protein MGC19780

	201740_at
	0,324
	0,000315
	NM_004551
	NDUFS3
	NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH-coenzyme Q reductase)

	227103_s_at
	0,324
	0,0012
	BE646208
	EDG8
	7e83a10.x1 NCI_CGAP_Pr28 Homo sapiens cDNA clone IMAGE:3289050 3' similar to SW:ECE2_BOVIN Q10711 ENDOTHELIN-CONVERTING ENZYME 2 ;, mRNA sequence.

	230464_at
	0,324
	0,00543
	AI814092
	MGC2408
	endothelial differentiation, sphingolipid G-protein-coupled receptor, 8

	1553114_a_at
	0,323
	0,00084
	NM_005975
	
	PTK6 protein tyrosine kinase 6

	1561595_x_at
	0,323
	0,000791
	BC042816
	PTK6
	Homo sapiens, clone IMAGE:5314175, mRNA.

	209005_at
	0,323
	3,86E-05
	AF157323
	MYCL1
	F-box and leucine-rich repeat protein 5

	215491_at
	0,323
	0,00867
	AI273812
	
	qu08f07.x1 NCI_CGAP_Ov23 Homo sapiens cDNA clone IMAGE:1964197 3' similar to gb:M19720_rna2 L-MYC-1 PROTO-ONCOGENE PROTEIN (HUMAN);, mRNA sequence.

	240365_at
	0,323
	0,000519
	AI799052
	FBXL5
	CDNA FLJ33284 fis, clone ASTRO2009458

	1564823_at
	0,322
	4,13E-05
	Y12337
	KCNJ3
	myotonic dystrophy protein kinase like protein

	212757_s_at
	0,322
	0,000546
	BF111268
	HSMDPKIN
	calcium/calmodulin-dependent protein kinase (CaM kinase) II gamma

	233059_at
	0,322
	0,00834
	AK026384
	CAMK2G
	potassium inwardly-rectifying channel, subfamily J, member 3

	1555679_a_at
	0,321
	0,0125
	AF439711
	RAB31
	reticulon 4 interacting protein 1

	209772_s_at
	0,321
	0,000439
	X69397
	RTN4IP1
	CD24 antigen (small cell lung carcinoma cluster 4 antigen)

	217764_s_at
	0,321
	0,00452
	AF183421
	
	RAB31, member RAS oncogene family

	228694_at
	0,321
	0,0484
	BE670036
	CD24
	Clone IMAGE:3352913, mRNA

	1562926_at
	0,32
	0,00197
	BC033846
	RPS6KA2
	Clone IMAGE:4512650, mRNA

	230988_at
	0,32
	0,012
	AU149490
	STS
	adducin 2 (beta)

	240732_at
	0,32
	0,0308
	AI939581
	ADD2
	Transcribed sequences

	243858_at
	0,32
	0,0377
	AA699970
	
	Transcribed sequences

	216403_at
	0,319
	0,00617
	AL163533
	EFG1
	bA114G1.1 (similar to transcription factor SP1) match: cDNAs: Em:AL110217 Em:S81439 Em:S79832 Em:AF022363 Em:D12768 Em:AB015132 Em:AF252284 Em:U07610 Em:AF161544 Em:J03133 Em:AF148848 Em:AB037817 match: ESTs: Em:AW367796 Em:AA208915 Em:AL045601 Em:AW504400 Em:AW367752 Em:AW367810 Em:W32135 Em:AW367734 Em:AW378945 Em:AW367793 Em:C17150 Em:AI115748 Em:AW275787 Em:AW367787 Em:AA459328 Em:AA582766 Em:AW050151 Em:AL043888 Em:AW503177 match: proteins: Sw:P08047 Sw:Q01714 Tr:Q64167 Sw:Q02446 Tr:O60402 Tr:Q62445 Tr:P79289 Tr:O14901 Sw:Q00453 Tr:O59958 Tr:Q9STM3 Sw:Q62520 Sw:Q02086 Sw:P08154 Sw:P34694 Tr:O95409 Tr:Q9YIB7 Tr:Q9VWC6 Sw:P08046 Tr:Q9VDZ3 Tr:Q9UIH9 Tr:O96036 Sw:P26632 Tr:O75066 Tr:O93487; Human DNA sequence from clone RP11-114G1 on chromosome 13q31.3-33.1 Contains a pseudogene similar to transcription factor SP1, ESTs, STSs and GSSs, complete sequence.

	220903_at
	0,319
	0,00152
	NM_024996
	
	mitochondrial elongation factor G1

	204824_at
	0,318
	0,00333
	NM_004435
	CREB3L2
	endonuclease G

	215013_s_at
	0,318
	0,0147
	AK023845
	ENDOG
	ubiquitin specific protease 34

	228759_at
	0,318
	0,000654
	BG236289
	USP34
	cAMP responsive element binding protein 3-like 2

	203119_at
	0,317
	0,0025
	NM_024098
	PTP4A3
	hypothetical protein MGC2574

	206574_s_at
	0,317
	0,0351
	NM_007079
	PRKAA1
	protein tyrosine phosphatase type IVA, member 3

	221986_s_at
	0,317
	0,048
	AW006750
	MGC2574
	DRE1 protein

	225985_at
	0,317
	0,00222
	AI935917
	DRE1
	protein kinase, AMP-activated, alpha 1 catalytic subunit

	238497_at
	0,317
	0,000892
	N51836
	MGC17839
	hypothetical protein MGC17839

	205291_at
	0,316
	0,000146
	NM_000878
	IL2RB
	interleukin 2 receptor, beta

	1553508_at
	0,315
	0,0384
	NM_148895
	
	myelodysplastic syndrome 2

	202704_at
	0,315
	0,00902
	AA675892
	RAB27B
	transducer of ERBB2, 1

	207018_s_at
	0,315
	0,00852
	NM_004163
	TOB1
	RAB27B, member RAS oncogene family

	204964_s_at
	0,314
	0,0442
	NM_005086
	SSPN
	sarcospan (Kras oncogene-associated gene)

	213095_x_at
	0,314
	0,031
	AF299327
	AIF1
	allograft inflammatory factor 1

	225665_at
	0,313
	0,0219
	AI129320
	ZAK
	sterile alpha motif and leucine zipper containing kinase AZK

	244075_at
	0,313
	0,0221
	BF224218
	
	Transcribed sequences

	1554508_at
	0,312
	0,0024
	BC029917
	RASSF3
	phosphoinositide-3-kinase adaptor protein 1

	217518_at
	0,312
	0,00894
	BF056029
	FER1L3
	fer-1-like 3, myoferlin (C. elegans)

	233233_at
	0,312
	0,00836
	BE540060
	PIK3AP1
	Mesenchymal stem cell protein DSC96 mRNA, partial cds

	236436_at
	0,311
	3,65E-05
	AI336233
	LOC283130
	hypothetical protein LOC283130

	202629_at
	0,31
	0,00702
	AV681579
	APPBP2
	amyloid beta precursor protein (cytoplasmic tail) binding protein 2

	201066_at
	0,309
	0,00185
	NM_001916
	MDC1
	cytochrome c-1

	203061_s_at
	0,309
	0,00309
	AI673553
	CYC1
	mediator of DNA damage checkpoint 1

	217235_x_at
	0,309
	0,00824
	D84140
	
	Immunoglobulin light chain lambda variable region [Homo sapiens], mRNA sequence

	1559863_a_at
	0,308
	0,0203
	AF329692
	AFG3L1
	AFG3 ATPase family gene 3-like 1 (yeast)

	224049_at
	0,308
	0,00562
	AF339912
	KCNK17
	potassium channel, subfamily K, member 17

	224178_s_at
	0,307
	0,0107
	AL136780
	SOX6
	SRY (sex determining region Y)-box 6

	207800_at
	0,306
	0,00444
	NM_004857
	AKAP5
	A kinase (PRKA) anchor protein 5

	221518_s_at
	0,305
	0,0166
	BE966019
	USP47
	601659921R1 NIH_MGC_71 Homo sapiens cDNA clone IMAGE:3905741 3', mRNA sequence.

	1555559_s_at
	0,304
	0,00944
	AF419247
	USP25
	runt-related transcription factor 1 (acute myeloid leukemia 1; aml1 oncogene)

	218377_s_at
	0,302
	0,0036
	NM_016940
	C21orf6
	chromosome 21 open reading frame 6

	1552396_at
	0,301
	0,000252
	NM_080827
	WFDC6
	WAP four-disulfide core domain 6

	1556554_at
	0,3
	0,00168
	AK057366
	TRIM50A
	tripartite motif-containing 50A

	202802_at
	0,3
	0,000202
	NM_001930
	KPNA3
	deoxyhypusine synthase

	221503_s_at
	0,3
	0,0218
	AF034756
	FBXO16
	karyopherin alpha 3 (importin alpha 4)

	228427_at
	0,3
	0,036
	BF196856
	DHPS
	F-box only protein 16

	1564786_at
	0,299
	0,00269
	BC043578
	LOC338667
	hypothetical protein LOC338667

	238817_at
	0,298
	0,000241
	BF063412
	KIAA0318
	RIM binding protein 2

	243921_at
	0,296
	0,000868
	AW340093
	
	Transcribed sequences

	206834_at
	0,295
	0,0417
	NM_000519
	GARNL1
	hemoglobin, delta

	215162_at
	0,295
	0,0298
	AB020691
	HBD
	GTPase activating RANGAP domain-like 1

	1567281_at
	0,294
	0,00204
	S50185
	CLIC4
	{3' region, probe S2} [human, 76N, mammary epithelial cells, mRNA Partial, 339 nt].

	201559_s_at
	0,294
	0,0181
	AF109196
	PLEC1
	chloride intracellular channel 4

	216971_s_at
	0,294
	0,0106
	Z54367
	
	H.sapiens gene for plectin.

	227579_at
	0,294
	0,00328
	BF740245
	BBS12
	CDNA FLJ41853 fis, clone NT2RI3004161

	204339_s_at
	0,293
	0,0072
	BC000737
	TGM2
	regulator of G-protein signalling 4

	211573_x_at
	0,293
	0,0112
	M98478
	AES
	transglutaminase 2 (C polypeptide, protein-glutamine-gamma-glutamyltransferase)

	240393_at
	0,293
	0,00199
	AI494347
	RGS4
	Transcribed sequences

	205901_at
	0,292
	0,00246
	NM_006228
	PNOC
	prepronociceptin

	216840_s_at
	0,291
	0,00116
	AK026829
	SEC14L3
	laminin, alpha 2 (merosin, congenital muscular dystrophy)

	240699_at
	0,291
	0,039
	BE550715
	LAMA2
	Transcribed sequences

	1555509_a_at
	0,29
	0,00147
	BC031671
	MGC34725
	hypothetical protein MGC34725

	1564367_at
	0,289
	2,78E-05
	AK094108
	FOXP2
	Similar to CpG binding protein (Protein containing PHD finger and CXXC domain 1) (LOC392459), mRNA

	235201_at
	0,289
	0,0066
	AW167727
	LOC286403
	Transcribed sequences

	218715_at
	0,288
	0,0199
	NM_018428
	HCA66
	hepatocellular carcinoma-associated antigen 66

	218295_s_at
	0,287
	5,67E-05
	NM_007172
	KIAA1219
	nucleoporin 50kDa

	221738_at
	0,287
	0,00206
	BG236163
	NUP50
	KIAA1219 protein

	208819_at
	0,286
	0,0229
	BC002977
	RAB8A
	RAB8A, member RAS oncogene family

	210272_at
	0,286
	0,0303
	M29873
	GAPD
	cytochrome P450, family 2, subfamily B, polypeptide 7 pseudogene

	AFFX-HUMGAPDH/M33197_M_at
	0,286
	0,00111
	AFFX-HUMGAPDH/M33197_M
	CYP2B6
	

	226243_at
	0,285
	0,00569
	BF590958
	LOC391356
	Similar to ENSANGP00000018456 (LOC391356), mRNA

	216079_at
	0,284
	0,000988
	AK022721
	C21orf45
	epilepsy, progressive myoclonus type 2A, Lafora disease (laforin)

	216278_at
	0,284
	0,024
	AL109705
	LOC283871
	MRNA full length insert cDNA clone EUROIMAGE 73337

	222622_at
	0,284
	0,000999
	BG284709
	KIAA0256
	LOC388203 (LOC388203), mRNA

	229671_s_at
	0,284
	0,0117
	N93774
	EPM2A
	chromosome 21 open reading frame 45

	1568856_at
	0,283
	0,000973
	BC012591
	M17S2
	membrane component, chromosome 17, surface marker 2 (ovarian carcinoma antigen CA125)

	200720_s_at
	0,283
	0,000176
	AL532341
	ACTR1A
	ARP1 actin-related protein 1 homolog A, centractin alpha (yeast)

	1560476_at
	0,282
	0,00211
	AF290476
	C20orf117
	Homo sapiens clone 38-1G2, mRNA sequence.

	1552902_a_at
	0,281
	0,0243
	NM_148898
	GABRA1
	forkhead box P2

	206678_at
	0,281
	0,000491
	NM_000806
	LIM
	gamma-aminobutyric acid (GABA) A receptor, alpha 1

	221994_at
	0,281
	0,00978
	AA196325
	C21orf4
	LIM protein (similar to rat protein kinase C-binding enigma)

	225182_at
	0,281
	0,000655
	AL355685
	FOXP2
	chromosome 21 open reading frame 4

	202583_s_at
	0,28
	0,0105
	NM_005493
	C10orf86
	RAN binding protein 9

	204593_s_at
	0,28
	0,00791
	AA046752
	MYEF2
	hypothetical protein FLJ20232

	227387_at
	0,28
	0,00743
	AW242181
	RANBP9
	hypothetical protein FLJ20003

	232672_x_at
	0,28
	0,0227
	AK023133
	FLJ20232
	myelin expression factor 2

	218119_at
	0,279
	0,00203
	NM_006327
	IRAK2
	translocase of inner mitochondrial membrane 23 homolog (yeast)

	222396_at
	0,279
	0,0049
	AF060925
	TIMM23
	hematological and neurological expressed 1

	231779_at
	0,279
	0,0189
	AI246590
	HN1
	Transcribed sequences

	200737_at
	0,278
	6,88E-05
	NM_000291
	PGK1
	phosphoglycerate kinase 1

	220353_at
	0,277
	0,0201
	NM_018172
	C21orf23
	hypothetical protein FLJ10661

	231491_at
	0,277
	0,00361
	AI796012
	MGC16279
	Transcribed sequence with weak  similarity to protein pir:I49130 (M.musculus) I49130 reverse transcriptase - mouse

	217301_x_at
	0,276
	0,007
	X71810
	RBBP4
	retinoblastoma binding protein 4

	212581_x_at
	0,275
	6,81E-05
	BE561479
	GAPD
	glyceraldehyde-3-phosphate dehydrogenase

	240662_at
	0,275
	0,000183
	AA428562
	AAT1
	AAT1-alpha

	218390_s_at
	0,274
	0,00114
	NM_022063
	C10orf84
	hypothetical protein FLJ13188

	1560763_at
	0,273
	0,000427
	BC033548
	KIAA1128
	Clone IMAGE:4825215, mRNA

	203340_s_at
	0,273
	6,48E-05
	NM_003705
	
	solute carrier family 25 (mitochondrial carrier, Aralar), member 12

	209378_s_at
	0,273
	0,0415
	AI478879
	SLC25A12
	KIAA1128 protein

	242523_at
	0,273
	0,0162
	AW770320
	DIP2C
	hl78e12.x1 NCI_CGAP_Kid13 Homo sapiens cDNA clone IMAGE:3007342 3', mRNA sequence.

	205951_at
	0,271
	0,0232
	NM_005963
	MYH1
	myosin, heavy polypeptide 1, skeletal muscle, adult

	219269_at
	0,271
	0,00194
	NM_024567
	FLJ21616
	hypothetical protein FLJ21616

	228653_at
	0,27
	0,00261
	AI700341
	
	Transcribed sequences

	238507_at
	0,27
	0,0234
	AA354480
	RP5-875H10.1
	Transcribed sequence with weak  similarity to protein ref:NP_055301.1 (H.sapiens)  neuronal thread protein [Homo sapiens]

	208308_s_at
	0,268
	0,000584
	NM_000175
	GPI
	glucose phosphate isomerase

	1552448_a_at
	0,267
	0,0245
	NM_054017
	TUBA1
	Homo sapiens chromosome 8 open reading frame 12 (C8orf12), mRNA.

	206163_at
	0,267
	0,0141
	NM_005584
	C8orf12
	mab-21-like 1 (C. elegans)

	212242_at
	0,267
	0,00467
	AL565074
	MAB21L1
	tubulin, alpha 1 (testis specific)

	202698_x_at
	0,266
	0,000447
	NM_001861
	COX4I1
	cytochrome c oxidase subunit IV isoform 1

	223100_s_at
	0,266
	0,00109
	BC000025
	NUDT5
	nudix (nucleoside diphosphate linked moiety X)-type motif 5

	242416_at
	0,266
	0,0472
	C14640
	PTPRG
	Transcribed sequence with weak  similarity to protein ref:NP_060265.1 (H.sapiens)  hypothetical protein FLJ20378 [Homo sapiens]

	200623_s_at
	0,265
	0,0211
	NM_005184
	ZNF216
	calmodulin 3 (phosphorylase kinase, delta)

	217741_s_at
	0,265
	0,024
	AW471220
	MGC8721
	zinc finger protein 216

	242904_x_at
	0,265
	0,00588
	AI351653
	CALM3
	qr06h10.x1 Soares_total_fetus_Nb2HF8_9w Homo sapiens cDNA clone IMAGE:1940131 3' similar to contains MER22.t1 TAR1 repetitive element ;, mRNA sequence.

	1554001_at
	0,263
	0,00915
	BC036012
	FLJ23548
	tripartite motif-containing 37

	219973_at
	0,263
	0,00607
	NM_024590
	TRIM37
	hypothetical protein FLJ23548

	238894_at
	0,263
	0,00244
	AW665144
	RABGAP1L
	Transcribed sequences

	241138_at
	0,263
	0,000293
	AI082569
	
	CDNA FLJ36682 fis, clone UTERU2006651

	223314_at
	0,262
	0,00284
	BF025955
	DC-TM4F2
	tetraspanin similar to TM4SF9

	213059_at
	0,26
	0,00175
	AF055009
	
	cAMP responsive element binding protein 3-like 1

	239543_s_at
	0,26
	0,00834
	AW275049
	CREB3L1
	Transcribed sequences

	1553264_a_at
	0,259
	0,00633
	NM_006950
	SYN1
	synapsin I

	218133_s_at
	0,259
	0,0179
	NM_021824
	NIF3L1
	NIF3 NGG1 interacting factor 3-like 1 (S. pombe)

	1561455_at
	0,258
	0,000152
	BC036306
	LOC284294
	Clone IMAGE:4823205, mRNA

	1562627_at
	0,258
	0,00113
	AK094659
	BAIAP2
	CDNA FLJ37340 fis, clone BRAMY2020574

	232675_s_at
	0,257
	0,0291
	BG149850
	URKL1
	uridine kinase-like 1

	209502_s_at
	0,255
	0,00458
	BC002495
	BAIAP2
	BAI1-associated protein 2

	32062_at
	0,255
	0,000392
	D25216
	LRRC14
	leucine rich repeat containing 14

	211813_x_at
	0,254
	0,000814
	AF138303
	DCN
	decorin

	227497_at
	0,254
	0,0107
	BE326808
	
	CDNA FLJ11723 fis, clone HEMBA1005314

	1564251_at
	0,253
	0,00673
	AL831910
	COL9A2
	EMI domain containing 1

	223065_s_at
	0,253
	0,0027
	BC003074
	EMID1
	STARD3 N-terminal like

	231264_at
	0,253
	0,00224
	AL050341
	STARD3NL
	

	215217_at
	0,252
	0,00431
	AA476303
	IGKC
	CDNA FLJ26296 fis, clone DMC07192, highly similar to Ig kappa chain V-III region HAH precursor

	232978_at
	0,252
	0,00278
	AF339810
	MBNL2
	Clone IMAGE:27725, mRNA sequence

	1553938_a_at
	0,251
	0,00152
	NM_145001
	STK32A
	hypothetical protein MGC22688

	1556901_s_at
	0,251
	0,0157
	AK054637
	LOC149773
	CDNA FLJ30075 fis, clone BGGI11000285

	221073_s_at
	0,25
	0,0224
	NM_006092
	CARD4
	caspase recruitment domain family, member 4

	214040_s_at
	0,249
	0,0404
	BE675337
	C20orf19
	gelsolin (amyloidosis, Finnish type)

	221159_at
	0,249
	0,000482
	NM_016414
	GSN
	

	228291_s_at
	0,249
	0,00451
	AI806322
	
	chromosome 20 open reading frame 19

	1553910_at
	0,248
	0,0023
	NM_152488
	FLJ32833
	hypothetical protein FLJ32833

	208195_at
	0,248
	0,00321
	NM_003319
	TTN
	titin

	223067_at
	0,247
	0,00694
	AF110775
	HSPC148
	hypothetical protein HSPC148

	224610_at
	0,245
	0,00125
	AL530869
	SF3A1
	AL530869 Homo sapiens NEUROBLASTOMA COT 50-NORMALIZED Homo sapiens cDNA clone CS0DD008YK05 3-PRIME, mRNA sequence.

	228714_at
	0,245
	0,00056
	AI681888
	RNU22
	MRNA; cDNA DKFZp686G1498 (from clone DKFZp686G1498)

	234461_at
	0,245
	0,00249
	AC004997
	
	

	236827_at
	0,244
	0,00103
	AA904527
	COMMD10
	Transcribed sequences

	1555162_at
	0,243
	0,00321
	AF195969
	SLC7A9
	Rho GTPase activating protein 8

	214646_at
	0,243
	0,018
	AL522145
	DUSP13
	histone 1, H3j

	219963_at
	0,243
	0,000131
	NM_016364
	ARHGAP8
	dual specificity phosphatase 13

	220135_s_at
	0,243
	0,00266
	NM_014270
	HIST1H3J
	solute carrier family 7 (cationic amino acid transporter, y+ system), member 9

	213453_x_at
	0,241
	0,00233
	BF689355
	GAPD
	glyceraldehyde-3-phosphate dehydrogenase

	234302_s_at
	0,241
	0,00128
	AL137263
	FLJ20308
	hypothetical protein FLJ20308

	218959_at
	0,24
	0,0277
	NM_017409
	HOXC10
	homeo box C10

	204872_at
	0,239
	0,00239
	NM_007005
	DKFZp586M1819
	transducin-like enhancer of split 4 (E(sp1) homolog, Drosophila)

	224776_at
	0,239
	0,00388
	BF513102
	TLE4
	putative lysophosphatidic acid acyltransferase

	213519_s_at
	0,236
	0,00397
	AI078169
	LAMA2
	laminin, alpha 2 (merosin, congenital muscular dystrophy)

	235123_at
	0,235
	0,003
	AI951144
	NAIP
	Transcribed sequence with weak  similarity to protein ref:NP_060312.1 (H.sapiens)  hypothetical protein FLJ20489 [Homo sapiens]

	212464_s_at
	0,234
	0,0126
	X02761
	BCOR
	fibronectin 1

	219433_at
	0,234
	0,00924
	NM_017745
	FN1
	BCL6 co-repressor

	230318_at
	0,234
	0,00524
	T62088
	SERPINA1
	serine (or cysteine) proteinase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 1

	209529_at
	0,233
	0,044
	AF047760
	PPAP2C
	phosphatidic acid phosphatase type 2C

	201153_s_at
	0,232
	0,0182
	NM_021038
	MBNL1
	muscleblind-like (Drosophila)

	205249_at
	0,231
	6,18E-05
	NM_000399
	EGR2
	early growth response 2 (Krox-20 homolog, Drosophila)

	205659_at
	0,23
	0,00953
	NM_014707
	SEC61A1
	histone deacetylase 9

	222385_x_at
	0,23
	0,00166
	AF346602
	HDAC9
	Sec61 alpha 1 subunit (S. cerevisiae)

	1555646_at
	0,229
	0,000973
	AF547221
	Dbpht2
	DNA binding protein with his-thr domain

	1559987_at
	0,228
	0,0213
	BC035768
	MSI2
	Clone IMAGE:5585678, mRNA

	221985_at
	0,228
	0,01
	AW006750
	DRE1
	DRE1 protein

	241302_at
	0,228
	0,0117
	AI654048
	C7
	Transcribed sequences

	215687_x_at
	0,227
	0,00172
	AA393484
	PLCB1
	phospholipase C, beta 1 (phosphoinositide-specific)

	207334_s_at
	0,226
	0,00208
	NM_003242
	TGFBR2
	transforming growth factor, beta receptor II (70/80kDa)

	219883_at
	0,226
	0,00172
	NM_016611
	KCNK4
	potassium channel, subfamily K, member 4

	1556766_at
	0,225
	0,00375
	AV742254
	TGFB2
	hypothetical protein LOC157697

	228121_at
	0,225
	0,000341
	AU145950
	SNCAIP
	transforming growth factor, beta 2

	233475_at
	0,225
	0,000271
	BF513789
	LOC157697
	synuclein, alpha interacting protein (synphilin)

	1554213_at
	0,223
	0,00319
	BC036809
	ARHGEF10
	Rho guanine nucleotide exchange factor (GEF) 10

	206350_at
	0,223
	0,0115
	NM_001639
	APCS
	amyloid P component, serum

	218190_s_at
	0,223
	0,0172
	NM_013387
	HSPC051
	ubiquinol-cytochrome c reductase complex (7.2 kD)

	1558723_at
	0,222
	5,83E-05
	AK095567
	LOC284014
	Similar to RIKEN cDNA C730027E14 (LOC388323), mRNA

	203140_at
	0,22
	0,0215
	NM_001706
	TRIAD3
	B-cell CLL/lymphoma 6 (zinc finger protein 51)

	213393_at
	0,22
	0,0117
	AI767210
	BCL6
	wi94d05.x1 NCI_CGAP_Kid12 Homo sapiens cDNA clone IMAGE:2400969 3', mRNA sequence.

	218425_at
	0,22
	0,00101
	BC000787
	ZNF145
	TRIAD3 protein

	227762_at
	0,22
	0,0375
	AW244016
	
	zinc finger protein 145 (Kruppel-like, expressed in promyelocytic leukemia)

	201798_s_at
	0,219
	0,0144
	NM_013451
	FER1L3
	fer-1-like 3, myoferlin (C. elegans)

	239105_at
	0,219
	0,0335
	AI681581
	
	Transcribed sequences

	220419_s_at
	0,218
	0,00143
	NM_013396
	USP25
	ubiquitin specific protease 25

	204083_s_at
	0,217
	0,000929
	NM_003289
	TPM2
	tropomyosin 2 (beta)

	1553058_at
	0,216
	0,000605
	NM_133261
	GIPC3
	PDZ domain protein GIPC3

	203543_s_at
	0,214
	0,0393
	NM_001206
	FN1
	basic transcription element binding protein 1

	211719_x_at
	0,214
	0,0116
	BC005858
	BTEB1
	fibronectin 1

	213199_at
	0,213
	0,0173
	AL080220
	DKFZP586P0123
	DKFZP586P0123 protein

	212098_at
	0,211
	0,0187
	AL134724
	SNN
	MRNA; cDNA DKFZp686B24166 (from clone DKFZp686B24166)

	218033_s_at
	0,211
	0,00122
	NM_003498
	LOC151162
	stannin

	242015_x_at
	0,208
	0,00243
	AI745396
	MST1
	macrophage stimulating 1 (hepatocyte growth factor-like)

	201470_at
	0,207
	0,00701
	NM_004832
	ACTA1
	glutathione S-transferase omega 1

	203872_at
	0,207
	0,00082
	NM_001100
	GSTO1
	actin, alpha 1, skeletal muscle

	204088_at
	0,206
	0,000377
	NM_002560
	MITF
	purinergic receptor P2X, ligand-gated ion channel, 4

	226066_at
	0,206
	0,0126
	AL117653
	P2RX4
	microphthalmia-associated transcription factor

	244472_at
	0,206
	0,00769
	AW291482
	LOC388630
	Transcribed sequences

	201728_s_at
	0,205
	0,00737
	AA904674
	KIAA0100
	KIAA0100 gene product

	204560_at
	0,205
	0,0392
	NM_004117
	FKBP5
	FK506 binding protein 5

	203677_s_at
	0,204
	0,00321
	NM_004178
	TARBP2
	TAR (HIV) RNA binding protein 2

	220611_at
	0,203
	0,00465
	NM_021080
	DAB1
	disabled homolog 1 (Drosophila)

	1560230_at
	0,202
	2,29E-05
	AL832260
	SVIL
	MRNA; cDNA DKFZp667G1817 (from clone DKFZp667G1817)

	1569730_at
	0,2
	0,000417
	BC034600
	FLJ40243
	hypothetical protein FLJ40243

	1553089_a_at
	0,199
	0,00639
	NM_080736
	WFDC2
	WAP four-disulfide core domain 2

	1556267_at
	0,197
	0,0227
	AK057785
	FLJ25056
	hypothetical protein FLJ25056

	239324_at
	0,194
	0,000652
	BE790092
	PDCL
	CDNA clone IMAGE:4123093, partial cds

	202343_x_at
	0,193
	0,00239
	NM_001862
	COX5B
	cytochrome c oxidase subunit Vb

	202860_at
	0,193
	0,0143
	NM_014856
	
	

	212774_at
	0,193
	0,00177
	AJ223321
	ZNF238
	Homo sapiens RP58 gene, complete CDS.

	233553_at
	0,193
	1,90E-05
	U80774
	KIAA0476
	Human EST clone 53125 mariner transposon Hsmar1 sequence.

	214383_x_at
	0,191
	0,00151
	BF063121
	KLHDC3
	kelch domain containing 3

	1555594_a_at
	0,19
	0,0307
	AF401998
	MBNL1
	muscleblind-like (Drosophila)

	202432_at
	0,189
	0,00469
	NM_021132
	FLJ00332
	protein phosphatase 3 (formerly 2B), catalytic subunit, beta isoform (calcineurin A beta)

	212447_at
	0,189
	0,0109
	AF161402
	BIN1
	kelch repeat and BTB (POZ) domain containing 2

	214439_x_at
	0,189
	0,000143
	AF043899
	PPP3CB
	bridging integrator 1

	228258_at
	0,189
	0,00682
	AW008519
	KBTBD2
	ribosomal protein S6 kinase, 70kDa, polypeptide 2

	234954_at
	0,188
	0,000451
	AL035604
	GAPD
	Human DNA sequence from clone RP1-38C16 on chromosome 6q22.33-24.1, complete sequence.

	AFFX-HUMGAPDH/M33197_5_at
	0,187
	5,15E-05
	AFFX-HUMGAPDH/M33197_5
	GAPD
	

	1559600_at
	0,186
	0,0304
	AL831831
	HIC2
	MRNA; cDNA DKFZp547G2314 (from clone DKFZp547G2314)

	210298_x_at
	0,186
	0,00028
	AF098518
	
	four and a half LIM domains 1

	235745_at
	0,186
	0,0169
	AV704183
	FHL1
	hypothetical protein FLJ30999

	242686_at
	0,186
	0,000654
	AI346280
	FLJ30999
	Transcribed sequences

	209773_s_at
	0,185
	0,00191
	BC001886
	RRM2
	ribonucleotide reductase M2 polypeptide

	221524_s_at
	0,184
	0,0204
	AF272036
	SYNPO2
	Ras-related GTP binding D

	225894_at
	0,184
	0,000336
	AL589603
	RRAGD
	synaptopodin 2

	215632_at
	0,183
	0,0112
	AF303002
	ZNF521
	NGN2; Homo sapiens neurogenin 2 gene, partial cds.

	226677_at
	0,183
	0,00141
	AF141339
	NEUROG2
	early hematopoietic zinc finger

	210602_s_at
	0,181
	0,0154
	BC000019
	CDH6
	cadherin 6, type 2, K-cadherin (fetal kidney)

	202587_s_at
	0,18
	0,000466
	BC001116
	AK1
	adenylate kinase 1

	234046_at
	0,18
	8,47E-07
	AK024617
	FXR2
	CDNA: FLJ20964 fis, clone ADSH00902

	35265_at
	0,18
	0,00194
	AF044263
	
	

	237485_at
	0,179
	0,00487
	AA702507
	SFRS3
	splicing factor, arginine/serine-rich 3

	219792_at
	0,176
	0,0026
	NM_024758
	AGMAT
	agmatine ureohydrolase (agmatinase)

	211812_s_at
	0,175
	0,0013
	AB050856
	B3GALT3
	UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 3

	231024_at
	0,174
	0,0262
	H12280
	
	CDNA FLJ41762 fis, clone IMR322004768

	234949_at
	0,174
	0,00261
	AL117574
	MGC72104
	Homo sapiens mRNA; cDNA DKFZp434L2221 (from clone DKFZp434L2221).

	237549_at
	0,174
	0,000639
	AA719451
	
	zh35h06.s1 Soares_pineal_gland_N3HPG Homo sapiens cDNA clone IMAGE:414107 3' similar to contains Alu repetitive element;, mRNA sequence.

	1553059_at
	0,173
	7,27E-05
	NM_052891
	PGLYRP3
	peptidoglycan recognition protein-I-alpha precursor

	243140_at
	0,173
	0,000358
	AI917901
	ACTA2
	actin, alpha 2, smooth muscle, aorta

	1552731_at
	0,172
	0,000577
	NM_139166
	STARS
	striated muscle activator of Rho-dependent signaling

	1558460_at
	0,172
	0,0165
	AL707614
	ABCC5
	DKFZp686N1848_r1 686 (synonym: hlcc3) Homo sapiens cDNA clone DKFZp686N1848 5', mRNA sequence.

	215964_at
	0,172
	0,00107
	U80766
	SNTG1
	Human EST clone 22453 mariner transposon Hsmar1 sequence

	1570584_at
	0,17
	0,00303
	BG037101
	LOC196264
	hypothetical protein LOC196264

	217283_at
	0,17
	0,000423
	AF023203
	SHOX2
	Homo sapiens homeobox protein Og12 (OGL12) mRNA, partial cds.

	225975_at
	0,169
	0,02
	AW189885
	PCDH18
	protocadherin 18

	1553929_at
	0,168
	0,00048
	NM_133492
	ASAH3
	N-acylsphingosine amidohydrolase (alkaline ceramidase) 3

	1558698_at
	0,167
	0,000207
	BF971035
	EXOC6B
	602270366F1 NIH_MGC_84 Homo sapiens cDNA clone IMAGE:4358369 5', mRNA sequence.

	1569200_at
	0,167
	0,00263
	BF847120
	ZNF264
	Clone IMAGE:3454421, mRNA

	217422_s_at
	0,166
	8,36E-06
	X52785
	CD22
	CD22 antigen

	212654_at
	0,165
	0,000268
	AL566786
	TPM2
	tropomyosin 2 (beta)

	220140_s_at
	0,165
	0,00116
	NM_013323
	SNX11
	sorting nexin 11

	230487_at
	0,164
	0,000191
	AA776715
	
	LOC389440 (LOC389440), mRNA

	1560354_at
	0,162
	0,000699
	AK098328
	CCDC127
	CDNA FLJ41009 fis, clone UTERU2018333

	212390_at
	0,159
	0,00362
	AB007923
	FOXO6
	phosphodiesterase 4D interacting protein (myomegalin)

	238350_at
	0,159
	0,00787
	AW967956
	PDE4DIP
	hypothetical protein FLJ25778

	239657_x_at
	0,159
	0,0165
	AI341823
	FLJ25778
	qt04g06.x1 NCI_CGAP_GC4 Homo sapiens cDNA clone IMAGE:1946650 3', mRNA sequence.

	1555862_s_at
	0,158
	0,00829
	AK091986
	FLJ23471
	MICAL-like 2

	205177_at
	0,158
	0,00073
	NM_003281
	HSD3B7
	troponin I, skeletal, slow

	221656_s_at
	0,158
	0,00214
	BC003073
	FLJ10521
	hypothetical protein FLJ10521

	222817_at
	0,158
	0,000492
	BC004929
	C10orf46
	hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 7

	227137_at
	0,158
	0,0261
	N25937
	TNNI1
	chromosome 10 open reading frame 46

	209716_at
	0,156
	0,0349
	M37435
	CSF1
	colony-stimulating factor (CSF-1) precursor; Human macrophage-specific colony-stimulating factor (CSF-1) mRNA, complete cds.

	1563821_at
	0,155
	0,00174
	AK056561
	LOC170425
	Hypothetical protein LOC170425 (LOC170425), mRNA

	209368_at
	0,155
	0,0125
	AF233336
	EPHX2
	epoxide hydrolase 2, cytoplasmic

	200738_s_at
	0,154
	0,0382
	NM_000291
	PGK1
	phosphoglycerate kinase 1

	202055_at
	0,154
	0,000395
	AA652173
	KPNA1
	karyopherin alpha 1 (importin alpha 5)

	216528_at
	0,153
	0,0304
	AL049244
	RAD50
	Homo sapiens mRNA; cDNA DKFZp564C163 (from clone DKFZp564C163).

	209936_at
	0,152
	0,000146
	AF107493
	RBM5
	RNA binding motif protein 5

	1570015_at
	0,15
	0,000468
	BC031662
	LOC149620; RP11-165H20.1
	CDNA clone IMAGE:5176731, partial cds

	217258_x_at
	0,149
	0,00496
	AF043583
	IVD
	Immunoglobulin lambda light chain variable and constant region mRNA, partial cds

	205610_at
	0,145
	7,25E-05
	NM_003803
	MYOM1
	myomesin 1 (skelemin) 185kDa

	1565866_a_at
	0,143
	0,0297
	AA284270
	MGAT5
	KIAA0663 gene product

	230346_x_at
	0,143
	0,000471
	BE467907
	
	Transcribed sequences

	242885_at
	0,143
	8,50E-05
	BG163756
	ZC3H11A
	Transcribed sequences

	201790_s_at
	0,142
	0,00231
	AW150953
	CDC73
	7-dehydrocholesterol reductase

	213574_s_at
	0,142
	0,0443
	AA861608
	KPNB1
	karyopherin (importin) beta 1

	242166_at
	0,142
	0,00301
	BE468039
	DHCR7
	hz77e08.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3214022 3', mRNA sequence.

	32069_at
	0,138
	0,0148
	AB014515
	N4BP1
	Nedd4 binding protein 1

	1557303_at
	0,135
	0,00362
	AI738933
	NT5C
	5', 3'-nucleotidase, cytosolic

	223731_at
	0,135
	0,00221
	AL136765
	MYCBPAP
	MYCBP associated protein

	212837_at
	0,134
	0,0166
	D63877
	KIAA0157
	KIAA0157 protein

	226932_at
	0,133
	0,00163
	AW467136
	LOC143188
	sarcospan (Kras oncogene-associated gene)

	234054_at
	0,133
	0,00266
	AK026759
	SSPN
	Hypothetical protein LOC143188 (LOC143188), mRNA

	211145_x_at
	0,13
	0,000518
	M12350
	IFNA21
	interferon, alpha 21

	227400_at
	0,13
	0,00366
	AI355848
	NFIX
	qu02d09.x1 NCI_CGAP_Co14 Homo sapiens cDNA clone IMAGE:1963601 3' similar to gb:X16277_rna1 ORNITHINE DECARBOXYLASE (HUMAN);, mRNA sequence.

	233015_at
	0,13
	0,0239
	AA732240
	MBNL1
	muscleblind-like (Drosophila)

	221447_s_at
	0,127
	0,00458
	NM_031302
	LOC83468
	gycosyltransferase

	1563147_at
	0,126
	0,00817
	BC010113
	
	Homo sapiens cDNA clone IMAGE:3632505, partial cds.

	224663_s_at
	0,125
	0,000596
	BF576053
	CFL2
	cofilin 2 (muscle)

	209138_x_at
	0,124
	0,000104
	M87790
	IGLJ3
	

	214505_s_at
	0,123
	0,00102
	AF220153
	FHL1
	four and a half LIM domains 1

	212961_x_at
	0,121
	0,0173
	L43578
	LOC91966
	hypothetical protein LOC91966

	232506_s_at
	0,119
	0,00281
	AK026504
	HH114
	hypothetical protein HH114

	235312_s_at
	0,118
	0,0293
	AA195854
	LOC152098
	nebulin-related anchoring protein

	243863_at
	0,118
	0,000329
	BF575233
	NRAP
	hypothetical protein LOC152098

	209283_at
	0,117
	0,00292
	AF007162
	CRYAB
	crystallin, alpha B

	216375_s_at
	0,117
	0,00011
	X76184
	ETV5
	ets variant gene 5 (ets-related molecule)

	202738_s_at
	0,116
	0,00148
	BG149218
	HIPK3
	phosphorylase kinase, beta

	207764_s_at
	0,116
	0,0134
	NM_005734
	PHKB
	homeodomain interacting protein kinase 3

	216967_at
	0,114
	9,00E-05
	AF279774
	GAP43
	Homo sapiens clone N4 NTera2D1 teratocarcinoma mRNA.

	206891_at
	0,112
	2,48E-05
	NM_001104
	ACTN3
	actinin, alpha 3

	230740_at
	0,112
	0,00534
	AW576212
	C1orf181
	EH-domain containing 3

	233757_x_at
	0,112
	0,000142
	AK026906
	EHD3
	CDNA: FLJ23253 fis, clone COL04706

	216830_at
	0,11
	0,00019
	AC004460
	HERC2
	

	233932_at
	0,109
	0,00041
	AL109791
	
	MRNA full length insert cDNA clone EUROIMAGE 151432

	205693_at
	0,108
	0,00841
	NM_006757
	CSMD2
	troponin T3, skeletal, fast

	222433_at
	0,108
	0,00381
	AK025108
	TNNT3
	enabled homolog (Drosophila)

	242933_at
	0,108
	0,00149
	AI016631
	ENAH
	Transcribed sequences

	217167_x_at
	0,107
	0,00851
	AJ252550
	GK
	

	226220_at
	0,107
	3,70E-05
	BE551054
	DREV1
	DORA reverse strand protein 1

	1555708_a_at
	0,105
	0,0122
	AF548113
	OFCC1
	orofacial cleft 1 candidate 1

	202181_at
	0,105
	0,00152
	NM_014734
	KIAA0247
	KIAA0247

	1552256_a_at
	0,104
	0,00124
	NM_005505
	SCARB1
	scavenger receptor class B, member 1

	241452_at
	0,104
	0,00336
	AI761812
	
	Transcribed sequences

	1554717_a_at
	0,103
	0,029
	BC008390
	PDE4D
	phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 dunce homolog, Drosophila)

	221620_s_at
	0,102
	0,000217
	AF061264
	MGC4825
	hypothetical protein MGC4825

	214812_s_at
	0,101
	0,00354
	D80006
	C21orf106
	chromosome 21 open reading frame 106

	1566973_at
	0,1
	3,79E-05
	AL833846
	
	MRNA; cDNA DKFZp434M1135 (from clone DKFZp434M1135)

	210080_x_at
	0,1
	0,00146
	D00306
	ELA3A
	elastase 3A, pancreatic (protease E)

	224005_at
	0,0997
	0,000292
	AF277188
	LOC727788
	CDNA clone IMAGE:6165535, partial cds

	220200_s_at
	0,0988
	0,00774
	NM_020382
	SET8
	PR/SET domain containing protein 07 pseudogene

	210202_s_at
	0,0986
	7,61E-05
	U87558
	BIN1
	bridging integrator 1

	211738_x_at
	0,0976
	0,00237
	BC005918
	ELA3A
	elastase 3A, pancreatic (protease E)

	201160_s_at
	0,0969
	0,00277
	AL556190
	CSDA
	cold shock domain protein A

	204099_at
	0,0963
	5,25E-05
	NM_003078
	SMARCD3
	SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily d, member 3

	220331_at
	0,0951
	0,000433
	NM_006668
	CYP46A1
	cytochrome P450, family 46, subfamily A, polypeptide 1

	211462_s_at
	0,0942
	0,0023
	AF332222
	TBL1Y
	transducin (beta)-like 1Y-linked

	241957_x_at
	0,0939
	0,000367
	AI686521
	LIN7B
	Transcribed sequence with strong similarity to protein ref:NP_060581.1 (H.sapiens)  hypothetical protein FLJ10490 [Homo sapiens]

	1569032_at
	0,0928
	0,0019
	BC033767
	LOC642852
	Clone IMAGE:4581955, mRNA, partial cds

	205478_at
	0,0926
	0,000161
	NM_006741
	PPP1R1A
	protein phosphatase 1, regulatory (inhibitor) subunit 1A

	1559315_s_at
	0,0924
	5,07E-05
	AK054607
	LOC144481
	Homo sapiens cDNA FLJ30045 fis, clone 3NB692001637.

	218080_x_at
	0,0904
	0,00331
	NM_007051
	FAF1
	Fas (TNFRSF6) associated factor 1

	234852_at
	0,0891
	0,000379
	AE000660
	
	

	230030_at
	0,0881
	0,000176
	AI767756
	HS6ST2
	wh39d09.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2383121 3', mRNA sequence.

	220269_at
	0,088
	6,22E-06
	NM_024687
	FLJ23049
	hypothetical protein FLJ23049

	206245_s_at
	0,0875
	0,00527
	NM_006469
	IVNS1ABP
	influenza virus NS1A binding protein

	228500_at
	0,0858
	0,00107
	AW411259
	THAP8
	THAP domain containing 8

	216102_at
	0,0844
	0,00043
	AK021690
	PHLDB1
	pleckstrin homology-like domain, family B, member 1

	1553684_at
	0,083
	0,00477
	NM_173672
	PPIL6
	peptidylprolyl isomerase (cyclophilin)-like 6

	208067_x_at
	0,082
	5,83E-05
	NM_007125
	UTY
	ubiquitously transcribed tetratricopeptide repeat gene, Y-linked

	214087_s_at
	0,0815
	0,00328
	BF593509
	MYBPC1
	myosin binding protein C, slow type

	222121_at
	0,079
	0,000942
	AU118383
	SGEF
	AU118383 HEMBA1 Homo sapiens cDNA clone HEMBA1003482 5', mRNA sequence.

	241825_at
	0,0789
	0,00325
	AI265967
	FLJ37953
	hypothetical protein FLJ37953

	204737_s_at
	0,0782
	0,000309
	NM_000257
	MYH7
	myosin, heavy polypeptide 7, cardiac muscle, beta

	209888_s_at
	0,0772
	0,0101
	M20643
	MYL1
	myosin, light polypeptide 1, alkali; skeletal, fast

	1559787_at
	0,0769
	0,0247
	AK097952
	
	CDNA FLJ40633 fis, clone THYMU2015439

	1556737_at
	0,0734
	0,000989
	AK055784
	FLJ31222
	LOC388387 (LOC388387), mRNA

	218510_x_at
	0,0733
	0,00089
	AI816291
	FLJ20152
	hypothetical protein FLJ20152

	218667_at
	0,0729
	0,00429
	NM_022368
	PJA1
	praja 1

	212908_at
	0,0723
	5,64E-06
	AK022530
	KIAA0962
	KIAA0962 protein

	201394_s_at
	0,0677
	0,00489
	U23946
	RBM5
	RNA binding motif protein 5

	1553215_s_at
	0,067
	0,000338
	NM_145023
	CCDC7
	coiled-coil domain containing 7

	224357_s_at
	0,066
	4,23E-06
	AF237912
	MS4A4A
	membrane-spanning 4-domains, subfamily A, member 4

	204217_s_at
	0,0641
	0,000615
	NM_005619
	RTN2
	reticulon 2

	1560482_at
	0,0639
	0,0012
	BC034423
	
	Clone IMAGE:4821006, mRNA, partial cds

	1554960_at
	0,0632
	0,00325
	BC040018
	MGC48998
	hypothetical protein MGC48998

	221724_s_at
	0,0615
	0,000421
	AF200738
	CLECSF6
	C-type (calcium dependent, carbohydrate-recognition domain) lectin, superfamily member 6

	207453_s_at
	0,0608
	0,00649
	NM_012266
	DNAJB5
	DnaJ (Hsp40) homolog, subfamily B, member 5

	218809_at
	0,058
	2,29E-05
	NM_024960
	PANK2
	pantothenate kinase 2 (Hallervorden-Spatz syndrome)

	243593_s_at
	0,0575
	0,000438
	BF003018
	HNRPM
	heterogeneous nuclear ribonucleoprotein M

	1562947_x_at
	0,0562
	0,000702
	BC007626
	
	Clone IMAGE:3503939, mRNA

	223902_at
	0,0562
	0,00134
	BC002421
	NEF3
	neurofilament 3 (150kDa medium)

	221217_s_at
	0,0558
	0,00247
	NM_018723
	A2BP1
	ataxin 2-binding protein 1

	235142_at
	0,0555
	0,00136
	AW006067
	ZBTB8
	wz92a02.x1 NCI_CGAP_Brn25 Homo sapiens cDNA clone IMAGE:2566250 3', mRNA sequence.

	1553821_at
	0,0537
	4,09E-05
	NM_144983
	FLJ30092
	

	1565406_a_at
	0,0534
	0,00403
	AJ296272
	LHX9
	LIM homeobox 9

	235164_at
	0,0512
	0,00323
	BG433539
	ZNF25
	602497838F1 NIH_MGC_75 Homo sapiens cDNA clone IMAGE:4611609 5', mRNA sequence.

	204173_at
	0,0509
	0,00078
	NM_002475
	MLC1SA
	myosin light chain 1 slow a

	1566824_at
	0,0502
	0,00237
	AK055572
	ARHGAP24
	Homo sapiens cDNA FLJ31010 fis, clone HLUNG2000174.

	229796_at
	0,0494
	0,000271
	AI554514
	SIX4
	Transcribed sequences

	219654_at
	0,0455
	0,000167
	NM_014241
	PTPLA
	protein tyrosine phosphatase-like (proline instead of catalytic arginine), member a

	205163_at
	0,0421
	0,000154
	NM_013292
	HUMMLC2B
	myosin light chain 2

	1566481_at
	0,0415
	6,08E-05
	AL833114
	MSRB3
	MRNA; cDNA DKFZp313L2229 (from clone DKFZp313L2229)

	205741_s_at
	0,0409
	0,000638
	NM_001392
	DTNA
	synonyms: DTN, DRP3, D18S892E; isoform 7 is encoded by transcript variant 7; dystrophin-related protein 3; go_component: kinesin complex [goid 0005871] [evidence IEA]; go_component: synapse [goid 0045202] [evidence IEA]; go_function: protein binding [goid 0005515] [evidence TAS] [pmid 10767327]; go_function: zinc ion binding [goid 0008270] [evidence IEA]; go_process: striated muscle contraction [goid 0006941] [evidence TAS] [pmid 10767327]; go_process: neuromuscular synaptic transmission [goid 0007274] [evidence TAS] [pmid 9119373]; go_process: cell growth and/or maintenance [goid 0008151] [evidence TAS] [pmid 10767327]; go_process: synaptic transmission [goid 0007268] [evidence P] [pmid 8845841]; go_process: signal transduction [goid 0007165] [evidence TAS] [pmid 10767327]; Homo sapiens dystrobrevin, alpha (DTNA), transcript variant 7, mRNA.

	219509_at
	0,0406
	9,64E-06
	NM_021245
	MYOZ1
	myozenin 1

	211801_x_at
	0,0397
	2,43E-05
	AF329637
	MFN1
	mitofusin 1

	203787_at
	0,038
	0,0001
	NM_012446
	SSBP2
	single-stranded DNA binding protein 2

	212622_at
	0,0368
	8,80E-05
	N64760
	KIAA0033
	KIAA0033 protein

	224397_s_at
	0,0356
	0,000199
	AF319520
	ARG99
	ARG99 protein

	212102_s_at
	0,0355
	0,00286
	AK002111
	KPNA6
	karyopherin alpha 6 (importin alpha 7)

	215975_x_at
	0,0326
	0,00564
	X68285
	GK
	glycerol kinase

	232181_at
	0,0324
	0,00227
	AU157049
	LOC153346
	MRNA; cDNA DKFZp686C1790 (from clone DKFZp686C1790)

	204810_s_at
	0,0314
	0,00184
	NM_001824
	CKM
	creatine kinase, muscle

	216265_x_at
	0,0311
	0,000948
	AI292276
	MYH7
	myosin, heavy polypeptide 7, cardiac muscle, beta

	206393_at
	0,0301
	0,000162
	NM_003282
	TNNI2
	troponin I, skeletal, fast

	227532_at
	0,0299
	0,0113
	BF111992
	MGC14816
	hypothetical protein MGC14816

	223762_at
	0,0286
	9,07E-05
	AF177173
	TMOD4
	tropomodulin 4 (muscle)

	211890_x_at
	0,0218
	0,000265
	AF127765
	CAPN3
	calpain 3, (p94)

	206116_s_at
	0,0212
	0,000166
	NM_000366
	TPM1
	tropomyosin 1 (alpha)

	205388_at
	0,0196
	0,000374
	NM_003279
	TNNC2
	troponin C2, fast

	244572_at
	0,0192
	4,28E-05
	AI147310
	LOC729534
	CDNA clone IMAGE:4814672, partial cds

	206117_at
	0,017
	0,000115
	NM_000366
	TPM1
	tropomyosin 1 (alpha)

	238826_x_at
	0,015
	0,000599
	AI052102
	
	Full length insert cDNA clone ZE12C10

	214468_at
	0,0127
	0,00112
	D00943
	MYH6
	myosin, heavy polypeptide 6, cardiac muscle, alpha (cardiomyopathy, hypertrophic 1)

	235313_at
	0,0119
	0,000144
	AA195854
	NRAP
	nebulin-related anchoring protein

	206394_at
	0,0111
	0,0043
	NM_004533
	MYBPC2
	myosin binding protein C, fast type

	204631_at
	0,0101
	0,0058
	NM_017534
	LOC147965
	myosin, heavy polypeptide 2, skeletal muscle, adult

	227951_s_at
	0,0101
	0,00486
	AW338561
	MYH2
	hypothetical protein LOC147965

	214121_x_at
	0,00972
	0,000407
	AA086229
	PDLIM7
	PDZ and LIM domain 7 (enigma)

	241332_at
	0,00806
	1,62E-05
	AW665136
	
	Transcribed sequences

	205295_at
	0,00744
	0,00189
	NM_001825
	CKMT2
	creatine kinase, mitochondrial 2 (sarcomeric)

	209742_s_at
	0,00743
	0,00247
	AF020768
	MYL2
	myosin, light polypeptide 2, regulatory, cardiac, slow

	201539_s_at
	0,00709
	0,000187
	U29538
	FHL1
	four and a half LIM domains 1

	205054_at
	0,00661
	0,00157
	NM_004543
	NEB
	nebulin

	205485_at
	0,00591
	4,15E-06
	NM_000540
	RYR1
	ryanodine receptor 1 (skeletal)

	1570569_at
	0,00553
	2,51E-05
	BC024156
	
	CDNA clone IMAGE:3936226, partial cds

	203861_s_at
	0,00552
	0,00014
	AU146889
	ACTN2
	actinin, alpha 2

	236320_at
	0,00484
	3,93E-05
	AA010540
	CCDC17
	coiled-coil domain containing 7


