Supplementary Table S2 The estimated values of linkage equilibrium analysis between four SNPs within ANGPTL3 gene of studied population.

	SNPs
	JX
	LX
	NY
	QC
	BH
	GY
	AG
	HF 
	LM 
	ST 
	JN

	
	r2
	D'
	r2
	D'
	r2
	D'
	r2
	D'
	r2
	D'
	r2
	D'
	r2
	D'
	r2
	D'
	r2
	D'
	r2
	D'
	r2
	D'

	SNP1/SNP2
	0.451
	0.691
	0.124
	0.620
	0.015
	0.141
	0.120
	0.592
	0.285
	0.665
	0.067
	0.352
	0.001
	0.038
	0.000
	0.000
	0.000
	0.050
	0.034
	0.000
	0.010
	0.665

	SNP1/SNP3
	0.310
	0.658
	0.006
	0.127
	0.051
	0.242
	0.071
	0.551
	0.252
	0.584
	0.000
	0.016
	0.000
	0.000
	0.000
	0.000
	0.000
	0.019
	1.000
	0.000
	0.016
	0.584

	SNP1/SNP4
	0.003
	1.000
	0.007
	0.409
	0.008
	0.947
	0.000
	0.000
	0.009
	1.000
	0.011
	0.981
	0.007
	0.394
	0.000
	0.000
	0.066
	0.525
	0.000
	0.000
	0.001
	1.000

	SNP2/SNP3
	0.451
	0.796
	0.098
	0.337
	0.402
	0.663
	0.685
	1.000
	0.750
	0.926
	0.008
	0.262
	0.000
	0.000
	0.051
	0.996
	0.181
	1.000
	0.034
	0.000
	0.015
	0.926

	SNP2/SNP4
	0.003
	1.000
	0.121
	0.608
	0.000
	0.090
	0.000
	0.000
	0.014
	1.000
	0.027
	0.997
	0.012
	0.369
	0.148
	0.593
	0.139
	0.998
	0.149
	0.021
	0.013
	1.000

	SNP3/SNP4
	0.002
	0.758
	0.002
	0.085
	0.010
	0.977
	0.000
	0.000
	0.013
	1.000
	0.000
	1.000
	0.000
	0.000
	0.136
	1.000
	0.136
	0.389
	0.333
	0.007
	0.034
	1.000

	mean
	0.203 
	0.817 
	0.060 
	0.364 
	0.081 
	0.510 
	0.146 
	0.357 
	0.221 
	0.863 
	0.019 
	0.601 
	0.003 
	0.134 
	0.056 
	0.432 
	0.087 
	0.497 
	0.258 
	0.005 
	0.015 
	0.863 


SNP = Single Nucleotide Polymorphism.
JX = Jiaxian; LX = Luxi; NY = Nanyang; QC = Qinchuan; BH = Bohai; GY = Gaoyuan; AG = Angus; HF = Hereford; LM = Limousin; ST = Simmental; JN = Jinnan.
