Supplementary Table S1. PCR primers for glucose metabolism and lipid metabolism
	Gene
	Sequence 5'–3'
	GenBank 
accession no.
	Product 
length (bp)

	Glucose metabolism

	HK
	Forward:GCGGCTCTCTGATAAAACTCTGTTA
	AM492192
	139

	
	Reverse:TGAGCCATCGGGAATAGACCTTAC
	
	

	G6Pase
	Forward:AATGTCATGTTGTGGTTGGGATTCT
	EF062861
	158

	
	Reverse:GCATTGTAGATGCTCTGGATGTGG
	
	

	PC
	Forward:TCGCACCATGTATGTCATCCC
	NM_177946
	187

	
	Reverse:AGGCTTTTTTAAAGGCAGAGGG
	
	

	PCK1
	Forward:ACGCGCTTCCCGAATTCTCA
	XM_004014441.1
	130

	
	Reverse:TCCCCAACCTCTTTAGTGAC
	
	

	PCK2
	Forward:AACAGCAGGGACTCATCCGAAA
	XM_004010899.1
	100

	
	Reverse:ATCACCGTCTTGCTCTCTACTCGT
	
	

	Lipid metabolism

	SREBP-1c
	Forward:GAATAAATCTGCCGTCTTGC
	NM_001113302.1
	94

	
	Reverse:ACTTCCACCGCTGCTACT
	
	

	FASN 
	Forward:TGCTCATTCACTCGGGTTCT
	XM_004013447.1
	112

	
	Reverse:AGGTATGCCCGCTTTTCG
	
	

	SCD 
	Forward:TGCTGACAACTTATCTGGATGC
	AF325499.1
	178

	
	Reverse:AAGGAATCCTGCAAACAGCTA
	
	

	DGAT1 
	Forward:TGCCTCAGACACTTCTACAAGCC
	DQ380249.1
	240

	
	Reverse:GCCCGATGATGAGTGACAGC
	
	

	DGAT2 
	Forward:CACTGGCTCCAGCATCCTCTC
	AJ519787.1
	234

	　
	Reverse:TTCTTGGGTGTGTTCCAGTCA
	　
	　

	GAPDH
	Forward: GGGTCATCATCTCTGCACCT
	HM043737.1
	180

	
	Reverse: GGTCATAAGTCCCTCCACGA
	
	

	ChIP primer for gluconeogenesis

	G6Pase
	Forward: CCCAGAAGATAGGGCTCTCC
	
	167

	
	Reverse: AGAGGTGAGACAAGGGCAAG
	
	

	PC
	Forward: GTTCTCTGCAGGCCTTTTCC
	
	194

	
	Reverse: CAATCTCTCCCAGCCTCACA
	
	

	PCK1
	Forward: CCCACAATTTCCTTACCCGC
	
	221

	
	Reverse: TCCTATGCGACTTCACTCCC
	
	


HK = hexokinase; G6Pase = glucose-6-phosphatase; GAPDH = Glyeraldehyde 3-phosphate dehydrogenase; PC = pyruvate carboxylase; PCK1 = cytosolic form of phosphoenolpyruvate carboxykinase; PCK2 = mitochondrial form of phosphoenolpyruvate carboxykinase; SREBP-1c: sterol regulatory element-binding protein 1c; FASN = fatty acid synthase; SCD1 = stearoyl-CoA desaturase-1; DGAT1 = diacylglycerol acyltransferase; DGAT2 = diacylglycerol acyltransferase 2.
