Supplementary Table S3 Distributions of the main haplotypes in each sheep population
	Gene
	Main Hap.
	Lineage distribution

	
	
	VT
	MZ
	CG
	QS
	DR
	DL
	SF
	SH
	PD
	DO
	SU

	COX1
	H61
	14.3
	30.0
	66.7
	18.2
	51.6
	21.4
	51.7
	57.1
	4.5
	0.0
	36.4

	
	H62
	42.9
	0.0
	0.0
	9.1
	9.7
	10.7
	17.2
	23.8
	63.6
	77.3
	13.6

	
	H63
	17.9
	0.0
	6.7
	9.1
	12.9
	14.3
	6.9
	0.0
	0.0
	0.0
	0.0

	COX2
	H11
	17.9
	0.0
	6.7
	13.6
	0.0
	32.1
	6.9
	9.5
	0.0
	0.0
	0.0

	
	H20
	25.0
	60.0
	60.0
	72.7
	61.3
	39.3
	62.1
	57.1
	4.5
	0.0
	40.9

	
	H21
	42.9
	40.0
	0.0
	0.0
	9.7
	10.7
	27.6
	19.0
	77.3
	59.1
	45.5

	ATP8
	H09
	17.9
	0.0
	6.7
	13.6
	9.7
	21.4
	6.9
	9.5
	0.0
	0.0
	0.0

	
	H11
	78.6
	100.0
	80.0
	77.3
	80.6
	64.3
	93.1
	81.0
	95.5
	100.0
	100.0

	ATP6
	H30
	7.1
	0.0
	6.7
	13.6
	16.1
	17.9
	0.0
	4.8
	0.0
	0.0
	0.0

	
	H39
	10.7
	80.0
	53.3
	50.0
	48.4
	46.4
	62.1
	57.1
	9.1
	0.0
	4.5

	
	H44
	32.1
	0.0
	6.7
	0.0
	6.5
	7.1
	17.2
	14.3
	36.4
	50.0
	9.1

	COX3
	H24
	17.9
	0.0
	6.7
	13.6
	25.8
	32.1
	6.9
	9.5
	0.0
	0.0
	0.0

	
	H34
	21.4
	0.0
	53.3
	59.1
	45.2
	50.0
	37.9
	57.1
	9.1
	0.0
	40.9

	
	H36
	21.4
	0.0
	13.3
	4.5
	9.7
	10.7
	6.9
	9.5
	72.7
	50.0
	31.8


SF= Sishui Fur sheep, SH= Small-tailed Han Sheep, VT= Valley-type Tibetan sheep, MZ= Mozhu sheep, CG= Chengguan sheep, QS= Qushui sheep, DR= Dingri sheep, DL= Duolang sheep, PD= Poll Dorset, DO= Dorper sheep, SU= Suffolk sheep
