##### Model1.bug #####
model {


for (j in 1:J) 


{


fvsd[j]
~ dnorm(mu.fv[j], tau.fv)


mu.fv[j]
<- a.0 + a.gest*gestsd[j] + a.bmi*bmisd[j] + a.g03*g03sd[j] +






 a.il1ra3*il1ra3sd[j] + a.il63*il63sd[j]


g03sd[j]
~ dnorm(mu.g03[j], tau.g03)


mu.g03[j]
<- b.0 + b.bmi*bmisd[j] + b.il1ra3*il1ra3sd[j]


il1ra3sd[j]
~ dnorm(mu.il1ra3[j], tau.il1ra3)


mu.il1ra3[j]
<- c.0 + c.bmi*bmisd[j] + c.il63*il63sd[j]


il63sd[j]
~ dnorm(mu.il63[j], tau.il63)


mu.il63[j]
<- d.0 + d.bmi*bmisd[j]


}


a.0

~ dnorm(0,0.01)


a.gest

~ dnorm(0,0.01)


a.bmi

~ dnorm(0,0.01)


a.g03

~ dnorm(0,0.01)


a.il1ra3
~ dnorm(0,0.01)


a.il63

~ dnorm(0,0.01)


b.0

~ dnorm(0,0.01)


b.bmi

~ dnorm(0,0.01)


b.il1ra3
~ dnorm(0,0.01)


c.0

~ dnorm(0,0.01)


c.bmi

~ dnorm(0,0.01)


c.il63

~ dnorm(0,0.01)


d.0

~ dnorm(0,0.01)


d.bmi

~ dnorm(0,0.01)


tau.fv

~ dgamma(0.5,0.5)


sigma.fv
<- 1/tau.fv


tau.g03
~ dgamma(0.5,0.5)


sigma.g03
<- 1/tau.g03


tau.il1ra3
~ dgamma(0.5,0.5)


sigma.il1ra3
<- 1/tau.il1ra3


tau.il63
~ dgamma(0.5,0.5)


sigma.il63
<- 1/tau.il63


il1ra3tot
<- a.il1ra3 + b.il1ra3*a.g03


il63tot
<- c.il63*b.il1ra3*a.g03 + c.il63*a.il1ra3 + a.il63


bmitot

<- d.bmi*(c.il63*b.il1ra3*a.g03 + c.il63*a.il1ra3 + a.il63)+




   c.bmi*(b.il1ra3*a.g03 + a.il1ra3 )+




   b.bmi*a.g03 + 




   a.bmi


bmiviainf
<- d.bmi*(c.il63*b.il1ra3*a.g03 + c.il63*a.il1ra3 + a.il63)+




   c.bmi*(b.il1ra3*a.g03 + a.il1ra3 )

}

##### Path_analysis.R #####
library(R2WinBUGS)


library("coda")

bwsd.frame 
<- data.frame(cbind(fvsd,bmisd,gestsd,g03sd,il1ra3sd,il63sd))

attach(bwsd.frame)

J

<- length(fvsd)
data

<- list("J","fvsd","gestsd","bmisd","g03sd","il1ra3sd","il63sd")

inits

<- function(){




list( a.0   

=rnorm(1,0,1),





a.gest

=rnorm(1,0,1),





a.bmi 

=rnorm(1,0,1),





a.g03 

=rnorm(1,0,1),





a.il1ra3 
=rnorm(1,0,1),





a.il63

=rnorm(1,0,1),





b.0   

=rnorm(1,0,1),





b.bmi 

=rnorm(1,0,1),





b.il1ra3 
=rnorm(1,0,1),





c.0   

=rnorm(1,0,1),





c.bmi 

=rnorm(1,0,1),





c.il63 
=rnorm(1,0,1),





d.0   

=rnorm(1,0,1),





d.bmi 

=rnorm(1,0,1))}

Model.sim
<- bugs(data,inits,model.file="Model1.bug",
parameters.to.save=c("a.0","a.gest","a.bmi","a.g03","a.il1ra3",
"a.il63","b.0","b.bmi","b.il1ra3","c.0","c.bmi","c.il63",
"d.0","d.bmi","il1ra3tot","il63tot","bmitot","bmiviainf",



"sigma.fv","sigma.g03","sigma.il1ra3","sigma.il63"),




n.chains=3,
n.iter=30000,
n.burnin=10000,




n.thin=5,

#


codaPkg=TRUE,

# For convergence diagnostics
#     


debug=TRUE,       
# For log file display



bugs.directory="C:/Program Files/WinBUGS14")

