Supplementary Table S1: Sequence of qRT-PCR primers 
	Gene
	Name
	Accession number 
	Selected primers (given in 5'P-3'OH orientation) 

	Reference genes
	H2AFx
	NW_003159449.1
	F = ACCTGACGGCCGAGATCCT

	
	 
	 
	R = CGCCCAGCAGCTTGTTGAG

	
	EIF4A
	XM_002721445.1
	F = TGGCAAGTGGATTATTCGGC

	
	 
	 
	R = CAGAGACCACAGCCCCACAG

	Ovary differentiation
	FOXL2
	NM_001171115
	F = TTTCCCCTTTCCCCCATCTG

	
	 
	 
	R = CTGAACCTTGCACCCAGCAT

	
	WNT4
	ENSOCUG00000022473
	F = CGAGGAGTGCCAGTACCAGTTC

	
	 
	 
	R = CAGAGGAGACTGCGTACACGAA

	
	RSPO1
	ENSOCUG00000010888
	F = GCCCGCCTGGATACTTCGA

	
	 
	 
	R = GGTGCAGAAGTTGTGGCTGAA

	
	BMP15
	NW_003159374.1
	F = GCTGGTAAGGCCCTTGGCTAA

	
	 
	 
	R = TTGGTACGCTACCCGGTTTG

	
	FST
	ENSOCUG00000004687
	F = TCCTCAAGGCCAGGTGCAA

	
	 
	 
	R = GTGGAGCTGCCTGGACAGAA

	Steroidogenesis and receptors 
	CYP19A1 
	NM_001170921
	F = GGAAGAATGCATCGACTTGAGTT

	
	 
	 
	R = GGGCCCAAAACCAAATGGT

	
	ESR1
	ENSOCUG00000004829
	F = GCACCCAGGGAAGCTTCTATT

	
	 
	 
	R = AGCCAGCAACATGTCAAAGATTT

	Germ cell differentiation 
	VASA 
	ENSOCUG00000008597
	F = CAACTCGAGAGCTGATCAACCA

	
	 
	 
	R = CCCAACTGGGTTCCTCCATA

	Inflammation and Oxidative stress 
	TNF-α
	NM_001082263
	F = GCTGCACTTCAGGGTGATCG

	
	 
	 
	R = AGGCTTGTCACTCAGGGCC

	
	Adiponectin-R 
	XM_002717585
	F = AAGGTGTGGGAAGGTCGATG

	
	 
	 
	R = TTAAAACAGGCCCGGAAAGA

	
	MnSOD 
	ENSOCUG00000022337
	F = AGGAGAGGCTGACGGCTGTG

	
	 
	 
	R = CCTTGCAGCGGATCCTGATT

	
	CuZnSOD
	NM_001082627.1
	F = TGCACGAGTTCCATGTCCAC

	
	 
	 
	R = CCCACGTGCCTCTCTTCATC

	
	CAT 
	XM_002709045
	F = CAAGGCGAAGGTGTTTGAGC

	
	 
	 
	R = TTTCACTGCAAACCCACGAG

	
	Gpx1
	NM_001085444
	F = GCAACCAGTTTGGGCATCAG

	
	 
	 
	R = TTCACCTCGCACTTCTGGAA

	
	eNOS
	NM_001082733
	F = CCCCTGCACTATGGAGTCTG

	
	 
	 
	R = GGCAAGCTGGGATCAGGTGG


Supplementary Table S2: Plasma estradiol, progesterone and testosterone concentrations at 18 weeks and at euthanasia according to group (C/C, n=9 ; C/H, n=7 ; H/C, n=6 ; H/H, n=7).  * Indicate P<0.05 (Post hoc Dunn’s test) between H/C vs. C/C
	Period
	Hormone
	C/C (n=9)
	C/H (n=7)
	H/C (n=6)
	H/H (n=7)
	Global P value

	18 weeks 
	Estradiol (pg/ml)
	13.7 (12.6-15.4)
	18.5 (16.1-18.7)
	14.1 (13.7-34.3)
	17.4 (14.2-17.7)
	NS

	
	Progesterone (ng/ml)
	0.6 (0.2-1)
	0.7 (0.6-2.2)
	0.8 (0.3-8.9)
	1.3 (1.0-5.5)
	NS

	
	Testosterone (pg/ml)
	10.0 (10.0-30.0)
	26.3 (18.8-30.3)
	16.7 (16.3-18.6)
	18.1 (6.9-25.7)
	NS

	Euthanasia 
	Estradiol (pg/ml)
	20.5 (19.9-21.8)
	20 (19.4-22.3)
	21.1 (20.5-21.6)
	20.2 (18.4-23.3)
	NS

	
	Progesterone (ng/ml)
	11.2 (7.6-45.4)
	10.2 (7.9-26.8)
	11.4 (5.9-26.1)
	6.6 (5.4-10.4)
	NS

	
	Testosterone (pg/ml)
	80.0 (70.0-110.0)*
	80.0 (45.0-90.0)
	35.0 (15.0-48.0)*
	50.0 (30.0-65.0)
	<0.01


Supplementary Figure S3: Correlation between biochemical parameters and number of atretic follicles. (A) represents the correlation between total cholesterol concentration and number of atretic follicles in 4 groups (C/C, n=6 ; C/H, n=5 ; H/C, n=4 ; and H/H, n=4). (B) represents the correlation between triacylglycerol concentration and number of atretic follicles. (C) represents the correlation between testosterone and number of atretic follicles. Significant positive correlations are observed with cholesterol (r=0.51, P=0.03), triacylglycerol (r=0.58, P=0.01) and negative correlation with testosterone (r=-0.54, P=0.02).
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Supplementary Figure S4: Effect of prenatal and postnatal H or C diet on offspring ovarian gene expression.

Upper panel (A) represents the gene expression in A.U. involved in ovarian development in 4 groups (C/C, n=5 ; C/H, n=5 ; H/C, n=5 ; and H/H, n=5). Lower panel (B) the gene expression involved in inflammation/oxidative stress. Prenatal and postnatal H diet did not show any significant difference between the groups.  Data were normalized to EIF4A and H2AFX reference genes. Data are presented as median (Q1; Q3).
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