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Figure S1. Graph of the expression levels of the 10 imprinted genes with the highest placenta expression levels. See Table S1 for additional details.
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Figure S2.

Sample distribution across MPSP classes for the 16 imprinted genes with detectable expression limited to less than 50% of the samples. No
statistically significant differences emerged for any gene. See Tables S1 and S2 for additional details.
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Figure S3. Boxplots of the expression values for the 16 imprinted genes with detectable expression limited to less than 50% of the samples in correlation

with birth weight. No statistically significant differences emerged for any gene. See Tables S1 and S2 for additional details.
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Figure S4. Imprinted gene expression correlation matrix. The 7 imprinted gene clusters are clearly detectable along the black diagonal. See Table 2 and

Table S2 for additional details.




Myo-inositol Biosynthesis

PTEN Signaling

Cholesterol Biosynthesis |

Cholesterol Biosynthesis II
(via 24,25-dihydrolanosterol)

Cholesterol Biosynthesis
(via Desmosterol)

Glycogen Degradation il

D-myo-inositol (1,4,5)-trisphosphate
Degradation

GADD45 Signaling

1D-myo-inositol Hexakisphosphate
Biosynthesis Il (Mammalian)

D-myo-inositol (1,3,4)-trisphospate
Biosynthesis

DNA damage-induced 14-3-3c Signaling

Osteoarthritis Pathway

TCA Cycle Il (Eukaryotic)

Role of Osteoblasts, Osteoclasts and
Chondrocytes in Rheumatoid Arthritis

Estrogen-mediated S-phase Entry

Superpathway of D-myo-inositol
(1,4,5)-trisphosphate Metabolism

Antiproliferative Role of TOB in T Cell
Signaling

-log(p-value)

00 05 10 15 20 25 3.0 35

Threshold
I

Prenatal Stress .

Superpathway of Cholesterol Byosithesis
Cell Cycle Regulation by BTG Family

Proteins

Inhibition of Matrix Metalloproteases

Cell Cycle Control of Chromosomal
Replication

Stearate Biosynthesis | (Animals)

Regulation of Cellular Mechanics by
Calpain Protease

Cell Cycle: G1/S Checkpoint Regulation

Cyclins and Cell Cycle Regulation

Small Cell Lung Cancer Signaling

Prostate Cancer Signaling

Glioma Signaling

Pancreatic Adenocarcinoma Signaling

Aryl Hydrocarbon Receptor Signaling

Glioblastoma Multiforme Signaling

p53 Signaling

Ovarian Cancer Signaling

-log(p-value)
00 05 10 15 20 25 3.0

3.5

Threshold
| |

Role of p14/p19ARF in Tumor Suppression I

girth weight [l

Figure S5. Comparison between the canonical pathways score by IPA for MPSP and birth weight analyses. See Tables S8 to S10 for additional details.




